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NTDB id 100932 QUD54 RS09345 WP 286336464.1 ...MIESVKNLPDKPGIYQYFDKDGKLLYVGKAKSLKKRVKSYFRFTPT.LAPAPTLGPRIYQMVAQAVRIETIVTPSES 76
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
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NTDB id 100932 QUD54 RS09345 WP 286336464.1 DALLLENSLIKQLKPKYNILLRDDKTYPYIYIDLSEPFPRFELTRKVVKGKRVKYFGPFPHGARAILDSLYELVPLVQKK 156
NTDB id 1206 C694 RS04180 WP 000774319.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK 160
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NTDB id 100932 QUD54 RS09345 WP 286336464.1 GCLKGKKACLFHQIGRCMAPCEGKIDEKEYAELVEEAFSYIHHKKRLQRALEKRMHFYAESLRFEEAAQIRDRIEAIGKI 236
NTDB id 1206 C694 RS04180 WP 000774319.1 NCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI 240
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NTDB id 100932 QUD54 RS09345 WP 286336464.1 EEFSSADLARLEDLDIFAAAFDDEGGVLVRLFMREGKIVASSHTYLHLHDETDLSEVYRRSILEFYGSETPFTATAILT. 315
NTDB id 1206 C694 RS04180 WP 000774319.1 APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLN 320
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NTDB id 100932 QUD54 RS09345 WP 286336464.1 AHPFDEQEELSALLSERIGKHIAITTPKRGDKRRLTELGVQNAKELLRQKSLRPKPELPEKIRDLLGLRQAPERIEIFDN 395
NTDB id 1206 C694 RS04180 WP 000774319.1 ACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDT 400
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NTDB id 100932 QUD54 RS09345 WP 286336464.1 SHLAGEAPVGAMVVREKEKWDKSSYRHYNLTARDEYHQMEQMLSQRIGSFEKSPPPDLWVIDGGETLRQLALTLLKRKGV 475
NTDB id 1206 C694 RS04180 WP 000774319.1 SHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGS 480
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RDASKAHYRASKGAGAKDI ILHYTDPESDGETFMKRLLMPSDAKRLQWFVQKRLRDEASHRFYAIANFHKRKSQTKRLKENDMKKQIASLLEKAEKGI
NTDB id 100932 QUD54 RS09345 WP 286336464.1 DLPVVGIAKEKIDAKAHRAKGAAKDILYTDEGEMRLMPSDARLQWFQRLRDEAHRFAIAFHKKQRLKEDKKISLLEAKGI 555
NTDB id 1206 C694 RS04180 WP 000774319.1 FVEVIAISKEKRDSKAYRSKGGAKDIIHTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGI 560
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logo GEPAKSVKKRL ILDYFGSTFDEAI EKEKADSELEQETKLGNARVLKNKKRDIAQS IYLYLHPPSTDE
NTDB id 100932 QUD54 RS09345 WP 286336464.1 GPAKVKRLIDYFGTFDAIKEADLETLGRVLNKKDAQSIYLYLHPPSTDE 604
NTDB id 1206 C694 RS04180 WP 000774319.1 GEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI............... 594
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