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TFTEVGANDGELVGL IGLNGAGKSTTINE I IGLLTPYKGGEQI LA IDGALKTLIQDQSDPTAASYREQKIGFYIP

NTDB id 1009138 ABKA15 RS07820 WP 003025975.1 MLEIKGLTGGYVNIPVLKDISFTVGNGELVGLIGLNGAGKSTTINEIIGLLTPYKGEILIDGAKLQDSPTAYREKIGFIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!*****!!!!*!!!!!!!**!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!*!!!***!**!**!!*!!!*!!

logo ETPSLYEELTLREHI
LETVALMAYNGVLEDQVKTVEAGFMVARVAEDKLYLTKMLFRLKDEKLDWFPVTHQFSKGMKQKVMI ICAFVIVDNPSLF IVDEPF

NTDB id 1009138 ABKA15 RS07820 WP 003025975.1 ETPSLYEELTLREHIETVAMAYNVEQKVAFARVEKLLTMFRLKEKLDWFPVHFSKGMKQKVMIICAFVVDPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!!!!*!!!*!!!*********!**!*!**!!!*!!!!!!!**!!!!!!!!!!!!!!!*!*!!!!!!!!!!

logo LGLDPVLAIASDL I ELLEADEEKANKGKAS I LMSTHVLDSAEKMCDSRFVI LHKHGEQVIRLAKQGNTI
L
A
D
EELRAQETFAGMDDPSESASLNDIYLMAQLTEKEG

NTDB id 1009138 ABKA15 RS07820 WP 003025975.1 LGLDPVAIADLIELLEDEKAKGKSILMSTHVLDSAEKMCDSFVILHKGEIRAKGNLAELRAEFAMPEASLNDIYLALTEE 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
consensus !!!!!*!!*!!!!!!**!!!*!!*!!!!!!!!!!!!!!!!*!!!!!*!***!*!***!!!**!** *!!!!!!!**!!**
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NTDB id 1009138 ABKA15 RS07820 WP 003025975.1 ASL 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


