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MIBIFYFFLVGSI ASFLGLVIDRFPEQSIIS|§ SHC
MI EYFFLVGSILASFLGLVIDRFPEQSIIQPASHCDSCHTELRPLDLIPILSQVFNRFRCRYCKVRYPVWYAEFELGLG
MIDpS

YFFLVGSILASFLGLVIDRFPEQSIISJJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINGYPVWYALJRELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELFJLG
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FLASC VFSVTELLILIQFASARIGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSIATELLILIQFASATGILAFLLQKKKERLPFVPFLLLACVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219

FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJC IIFGKLLL ViREEYR)
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