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NTDB id 1009120 ABKA15 RS06040 WP 049513633.1 MARKKSNQKVAQSVAGLVIALVLALGGYSFSNHHGSTKPSDSTAINRSIRTNHAAPSQELAQSVLTESVKRQLKGKIEWN 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
consensus *!*!**!***!!***!*!**!*!********** **************!!!!*!!*!!!!**!!*!*!!**!!!

logo GASGAFTI IVNEGNKATTNLDAKVASSVKPYADNKTKLTVRGGKQETVPTVANALLSKATRQYKNREKETGNGSTASWTPAPGWHQVKHNLSKGESYNT
NTDB id 1009120 ABKA15 RS06040 WP 049513633.1 GAGAFTINENKATLDAKVASVPYADNKTKLVRGQTVPTVANALLSKATRQYKNREETGNGSTAWTPAGWHQVKHLSGEYN 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 221 SPD RS09380 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 187 SPR RS08930 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 152 SP RS09870 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
consensus !*!!!**!*!!**!!!!!*!*!!!!!!!!*!***!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!*!!!!!!*!*!*!*

logo HAVDRGHLLGYAL IGNGLKDGFDASTSNPKNIAVQTAWANQANQTASEHYSTGQNFYYETSKVRKALDKQNKRVRYRVTL IYYANSENQEDLV
NTDB id 1009120 ABKA15 RS06040 WP 049513633.1 HAVDRGHLLGYALIGNLKGFDASTSNPKNIAVQTAWANQANTSHSTGQNFYETKVRKALDKNKRVRYRVTLIYANEQDLV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 221 SPD RS09380 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 187 SPR RS08930 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 152 SP RS09870 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
consensus !!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!****!!!!!*!!*!!!!!!!*!!!!!!!!!!*!!***!!!

logo PVSGASHQI EAKSSDSGSELEMFNVFLVPNVQTKGLRQLNDYQRTGEVTVTNQ
NTDB id 1009120 ABKA15 RS06040 WP 049513633.1 PVGSHIEAKSSDSSLEMNVFVPNVQTGLRLNYQTGEVTVTN 281
NTDB id 262 KZH43 RS08770 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !**!*!!!!!!!**!!*!!*!!!!!*!!*!*!*!!!!!!!*
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