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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 100912 QUE41 RS19670 WP 286340652.1 MASRGVNKVILVGNLGQDPEVRYMPNGNAVANITVATSETWKDQ.QGQQQERTEWHRVVMFRRLAEIAGEYLRKGSKVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMK....MLGGRNENSGGAP..........................YDEGYGQSQ 126
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMK....MLGGRNENSGGAP..........................YEEGYGQSQ 126
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGG..DFG.GNQGSGWNQAPAQTNYNQ....GGYSDNYAQNN 147
NTDB id 100912 QUE41 RS19670 WP 286340652.1 EGKLQTRKWQDNNGQDRYTTEVVAEEMQ....MLDSRGGQQGGGFQGGQQSGGFQGGQQSGGFQGGQQSGGFQGG.QQSG 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.......................G.......... 127
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NTDB id 1131 NGFG RS05740 WP 003695064.1 .........EAYQRPAQQSRQPAPD...APSHPQEAPAAPRR...QPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .........EAYQRPAQQSRQPASD...APSHPQEAPAAPRR...QPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGN............ATRPQPAQKP..................AAQAEPPMDNFDDDIPF 180
NTDB id 100912 QUE41 RS19670 WP 286340652.1 GFQGGQQQGGGYGQQQSAPRQAAPQQKPAAAAPQQKPAAPQQQNQQQSYTPDLDDGWDDDIPF 217
NTDB id 1166 A1552VC RS00795 WP 000168289.1 GMN.VPAQQGSWGQPQQPAKQHQPMQ..........QSAPQQYSQPQYN..EPPMDFDDDIPF 177
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