logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus * ok %k ok ok ok ok * kok D Dskok Dokok Dokk | oskokokokokok | * ok % E I N I * * * % %

1) L et

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id
id
id

e 0L KLvﬁaHLIN |g§FL gL el EiﬁwYYA!ﬁSLDa@

25 SA RS06185 WP 000593194.1

40 MW RS06080 WP 000593192.1

1250 GCO85 RS13065 WP 027219989.1
599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1
1009115 ABKA15 RS04205 WP 049513260.1
525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1

i S Voo e ROl AN St

L VSYTHYM S ENEV LIBKIDNEY () FI s ana qed B KW N N M HERS:AAAES D SIS Y T Q Qs E SNDKSK
D IKELQKLK . VSYTHYERYSENEV LIRKIoNRYQ FI NS ang €6 B KIS N N M HERNAAUEESHD SIS Y T Q QS SNDKSK
FEKTBL WLSSSENHHIL PR PINMLISE IMDIZPY 'L [AK GIELEFAL e VTGNENARAFSRE SRH
KIFRABDMIKIEES . . . . . . SFSILDDIRYPINILIMETY IYPVL FY@NGN DLLKNMN

25 SA RS06185 WP 000593194.1

40 MW RS06080 WP 000593192.1

1250 GCO85 RS13065 WP 027219989.1
599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1
1009115 ABKA15 RS04205 WP 049513260.1
525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1

...... . (NGIAKSVEK
...... . (NGIAKSVEK
...... . WGI\KSVEK
...... . (NGIAKSVEK
...... . Qe ASARNS
...... . (NGIAKSVEK

» BT <~

A

S

AT DN ot SRV s e oA

ELY

25 SA RS06185 WP 000593194.1

40 MW RS06080 WP 000593192.1

1250 GCO85 RS13065 WP 027219989.1

599 KW2 RS05940 WP 021037268.1

407 SMU RS04605 WP 002262865.1
1009115 ABKA15 RS04205 WP 049513260.1
525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI
226 SPD RS05990 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQONGGKTIAVIGTGLDVFYPKANKRLQDYI
192 SPR RS05715 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYI
157 SP RS06205 WP 000705306.1 ELVIVSGLAKGIDTAAHMAALQONGGKTIAVIGTGLDVFYPKANKRLQDYI
497 SM12261 RS05565 WP 000705318.1 ELVIVSGLAKGIDTAAHMAALQONGGKTIAVIGTGLDVFYPKANKRLQDYI

consensus F UL DDk Dor kokok ok sgokorordok L 1L Daork Dkorokok | Lok ok % ok Dk | Dkokkorgkrdkkr 1L LLIT Dkl

142
142
140
133
132
132
134
134
134
134
134
134

222
222
220
213
212
212
214
214
214
214
214
214



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

25 SA RS06185 WP 000593194.1
40 MW RS06080 WP 000593192.1
1250 GCO85 RS13065 WP 027219989.1

599
407

1009115 ABKA15 RS04205 WP 049513260.1

525
267
226
192
157
497

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1
SM12261 RS05565 WP 000705318.1

25 SA RS06185 WP 000593194.1
40 MW RS06080 WP 000593192.1
1250 GCO85 RS13065 WP 027219989.1

599
407

1009115 ABKA15 RS04205 WP 049513260.1

525
267
226
192
157
497

consensus

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

SP RS06205 WP 000705306.1
SM12261 RS05565 WP 000705318.1

LERLEEREY

AR

LEJNGV VAEAKMRSGSLITCERAMEEGRDVF[j PGRILDG

LMRGV VQEAKIBRSGSLITCERAJBEEGRD FAIPGWIADGT
LCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDG

BSDGCHHLIQEGAK[§VTSG

Dokt k L Dkokk DD D Dok Dok Lok Lrokokkor | 1 oxok 1 F U5 D1 Doroksork |

SLAS CKENLVKE | FET T T I1DXRI 1 DRSY EQVISCLAELELKCAV I AV YIR EYER

X non conserved
B similar
>507% conserved

290
290
361
282
280
280
282
282
282
282
282
282

s L 1

VMEAMY ‘SGSLITINRUAME - NRDVIMATIPGS Ijs! gL JJGCHWML ' Q ¢ GAKLV T S[AD VLIER @S s:(0)uEI 003

SDGCRJHLIQ GAKLVF{E] QD LIXE M |

Qs GCHHLIQEGAKE TSGiD LNEFREF
A

290
290
300
282
280
280
282
282
282
282
282
282



