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486 SM12261 RS09375 WP 020902616.1
514 SMSK321 RS10615 WP 001048129.1
138 SP RS11430 WP 000364845.1

249 KZH43 RS10250 WP 000362880.1

208 SPD RS10925 WP 000362880.1

174 SPR RS10405 WP 000362880.1
1009078 ABKA15 RS00035 WP 225620268.1
419 DQL23 RS10745 WP 060553298.1

416 SGO RS10505 WP 012131078.1
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NTDB id 486 SM12261 RS09375 WP 020902616.1 385
NTDB id 514 SMSK321 RS10615 WP 001048129.1 385
NTDB id 138 SP RS11430 WP 000364845.1 385
NTDB id 249 KZH43 RS10250 WP 000362880.1 385
NTDB id 208 SPD RS10925 WP 000362880.1 385
NTDB id 174 SPR RS10405 WP 000362880.1 385
NTDB id 1009078 ABKA15 RS00035 WP 225620268.1 372
NTDB id 419 DQL23 RS10745 WP 060553298.1 395
NTDB id 416 SGO RS10505 WP 012131078.1 396
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NTDB id 486 SM12261 RS09375 WP 020902616.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 138 SP RS11430 WP 000364845.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 249 KZH43 RS10250 WP 000362880.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 208 SPD RS10925 WP 000362880.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 174 SPR RS10405 WP 000362880.1 PSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 1009078 ABKA15 RS00035 WP 225620268.1 AFPF STKGIAERG GLEN KE NYHEIIL  TESIENIAGFINQ  RYj: ' E[CM 428
NTDB id 419 DQL23 RS10745 WP 060553298.1 I3 GFSTKG@NRG GLNNVKE DKY ILET MEpMBMENQ REFKRISHEN 452
NTDB id 416 SGO RS10505 WP 012131078.1 ¥ GESTKGJANRG GLNNVKE DKY ILET MEpMFNQ RFKRISAQS 453

consensus kokokokokokokokok DL LD Dokok D bk b Dok Dok 1 1k Dok Do Dok Dok Dok |k | * %

X non conserved
B similar
> 50% conserved



