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NTDB id 1009067 ABFV83 RS10415 WP 349948784.1 MAKGKTTAFFCKECGYESAKWLGQCPACKEWNTFVEEPAGKKEPAAKRGISGKATAGNHFMNARPSRLSEIQLDEQDRMK 80
NTDB id 125 BSU 00870 NP 387968.1 MA.KTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSH.....SVQTVQKPSPITSIETSEEPRVK 74
NTDB id 509 SM12261 RS00130 WP 078228442.1 MA.KKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG.....E...KTKPMKLAEVTSINVNRTK 71
NTDB id 279 KZH43 RS00140 WP 074017595.1 MA.KKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG.....E...KTKPMKLAEVTSINVNRTK 71
NTDB id 238 SPD RS00140 WP 074017595.1 MA.KKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG.....E...KTKPMKLAEVTSINVNRTK 71
NTDB id 204 SPR RS00140 WP 074017595.1 MA.KKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG.....E...KTKPMKLAEVTSINVNRTK 71
NTDB id 169 SP RS00155 WP 074017595.1 MA.KKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG.....E...KTKPMKLAEVTSINVNRTK 71
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MA.KKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG.....E...KTKPMKLAEVTSINVNRTK 71
consensus !! *****!*!**!!!*!*!**!*!!*!**!***!!!*************** * ***!************!*!

logo TGQELYMGEELFDNRVLGGGVVKPGSLVLVIGGDPGIGKSTLLLQVCSARTNQLASAGQDSVSNRGKSTVLYI
VSGEESLVAKQQTIKLRADNER I

LGEIDNVIKNDGPSDSELFHLYFVLLYCSAET
NTDB id 1009067 ABFV83 RS10415 WP 349948784.1 TGYEELDRVLGGGVVKGSLVLVGGDPGIGKSTLLLQVCRNLAADSRKVLYISGEESLKQIKLRANRIGEVKGDLLFLCET 160
NTDB id 125 BSU 00870 NP 387968.1 TQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSET 154
NTDB id 509 SM12261 RS00130 WP 078228442.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAET 150
NTDB id 279 KZH43 RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAET 150
NTDB id 238 SPD RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAET 150
NTDB id 204 SPR RS00140 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAET 150
NTDB id 169 SP RS00155 WP 074017595.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAET 150
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAET 150
consensus !***!**!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!***!*** **!!!*!!!!!**!*!!!!*!*!**********!!
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NTDB id 1009067 ABFV83 RS10415 WP 349948784.1 GLELIESAIEEEKPDVVIIDSIQTMFREEISSAPGSVSQVRESTNILLQIAKGAGIAIFIVGHVTKEGVVAGPRVLEHMV 240
NTDB id 125 BSU 00870 NP 387968.1 DMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMV 234
NTDB id 509 SM12261 RS00130 WP 078228442.1 NMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
NTDB id 279 KZH43 RS00140 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
NTDB id 238 SPD RS00140 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
NTDB id 204 SPR RS00140 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
NTDB id 169 SP RS00155 WP 074017595.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMV 230
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NTDB id 1009067 ABFV83 RS10415 WP 349948784.1 DTVLYFEGDRSASYRIIRGVKNRFGSTNEIGVFEMVESGLSEVKNPSEYMLSGRPEDASGAVVACSMEGTRPMLLEVQAL 320
NTDB id 125 BSU 00870 NP 387968.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQAL 314
NTDB id 509 SM12261 RS00130 WP 078228442.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 279 KZH43 RS00140 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 238 SPD RS00140 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 204 SPR RS00140 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 169 SP RS00155 WP 074017595.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
NTDB id 537 SMSK321 RS07120 WP 080550752.1 DTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQAL 310
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NTDB id 1009067 ABFV83 RS10415 WP 349948784.1 VTPTAFGMPRRTAAGTDYNRVNLLMAVLEKRCHYDLSHFDAYVNITGGLRMNEPALDLAIIMAIVSSMKDKAVDPKTIIF 400
NTDB id 125 BSU 00870 NP 387968.1 ISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFI 394
NTDB id 509 SM12261 RS00130 WP 078228442.1 VTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFV 390
NTDB id 279 KZH43 RS00140 WP 074017595.1 VTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFV 390
NTDB id 238 SPD RS00140 WP 074017595.1 VTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFV 390
NTDB id 204 SPR RS00140 WP 074017595.1 VTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFV 390
NTDB id 169 SP RS00155 WP 074017595.1 VTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFV 390
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFV 390
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NTDB id 1009067 ABFV83 RS10415 WP 349948784.1 GEVGLAGEVRAVSMAQQRVNEAKKLGFNTCVMPEISLGKMGKVEGMRLIGVGNVREAIVRVMG. 463
NTDB id 125 BSU 00870 NP 387968.1 GEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 GELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 GELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 GELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 GELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 GELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
consensus !!*!!*!!*!*!****!!**!!*!!!!*****!***!**** ******!!!****!*******
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