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NTDB id 100902 AXF35 RS07750 WP 027221709.1 QSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSGLKKVMQGVTSLQEINRVTSE 570
consensus *!**!***!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


