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NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 ..MDNVGEKTLEKGFVKGKVVHVLFRNEENDYTVAMTRIEKTNEQIEGRKITVVGHLPELEVEETYLFFGQVAEHPRFGL 78
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 QYKVETFRRDLPQTKSGIIRFLSSDRFPGVGKKTAEAIVDALGERAISAIIEDRTVLNNIPKLKEDTATMLYNQLLEQQG 158
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 AEQVIIQLSQYGFGTELSMSVYRTYKLQALDVIRTNPYLLIQDVEGVGFRRADQLGAAIGLTGNHPERLRAGLLYLLREC 238
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 CMQQGHLYLQEEALITEGTALLSSPNV...QIDASELEAILIEMNEEGMLVREEDRIYMKSLYYAEKGIATNIRRILSQ. 314
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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LEDERTHMADVQTYASNPSTQKEAIAQKTALRSSPLMLLLTGGPGTGKTTVIKRGIVEALYAGAELHGLVSLDEPVASAYKKDN

NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 ELTQEFTEADIEKTLGHIEDTHAVTYSNTQKEAIATALRSPLLLLTGGPGTGKTTVIKGIVEAYAALHGLSLEVAAYK.N 393
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGA.EGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 VVLVGDENQLPSVGPGQVLKDLLEADVIPTIQLKDIYRQAEGSSIIELAHSMKDGVLPSDFLTKKADRVFFPCQPNQVQQ 553
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 AVWQICENAMKKGYSAKEIQVLAPMYRGQAGINELNTMLQSLFNPAKEGRRELPFGDVVFRKGDMVLQLVNNPEEGVYNG 633
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
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NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 DRGEIVAVFYAKETTEKKDQLVVSFDGLEVTYEKKDFSQLTHAYCCSIHKAQGSEFPIVVMPVVSSYMRMLRRNLLYTGI 713
NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
consensus ! !!! *!!!!! !!! ! !!!!!! !*!* !!!! ! !!!!!!!!!! !!!!!!!!!*!!! ! !!!!!!!!!!*!

logo TRAKKQFYL ILLCGDEEREKATLMEQWAGI
VKHNANDAEHTVRHQSTKSLKENRLQSLVLQLVESERMTDGANEVHLERAGLQKELPFSVHDANIGMEGITPFDFMKEEQQ

NTDB id 1008959 ABNF95 RS07275 WP 011246432.1 TRAKQYLLLCGDRKTMEQAIKHADEH.RHSKLKERLQLLLSRTGNVHRG.............................. 761
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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