
logo MLALSKMRWE I
Y
E
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H
RPDSEQDEKVKSLSTENQLHNI STAPLTVASLLVKQRGFLDEETAVEESARLSFLFHDTKQDKADEFHYDPFELLMKGMKEAAVDER IKNKQAI ESEQQ

NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVQRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIEEQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!! !! * ! !! !!* !*!*!!! *!!!!!! *!! !! !

logo EKS IMVI FYGDYDADGVTSTSVLMLHTLKQEKLRSAKQVDFYIPDRFKEGYGPNEQAFRSYIKEQRGAFSL IV ITVDTGIAAVHNEAKR I
VAKE I

L

NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 ESIVIFGDYDADGVTSTSVLLHTLKERSAKVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVNEARIAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!!!!!!*!!!! !! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!*

logo GLDLVI ITDHHEPGSEPELPDEAVLRAIVHPKQPGCETYPFKELAGVGVAFKLVAHALLGEKLPDVELLDLAAIGTIADLVPLHDENRLWI
L

NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 GLDLIITDHHEPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGKLPVELLDLAAIGTIADLVPLHDENRWL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!!!!!!!!!!!! *

logo AKTKLGLEMQRLRQRSTNRRLPGLKAEL ILKELASGAGDTI
L
E
GEANEETI

VGFQI
LAPRLNAVGR I EQADPAVHLLMS

TEDMSDFEAEELAAREF IVDQEQLNKE
NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 AKKGLMQLRQSRRPGLKALLKEAGATLEEANEETIGFQIAPRLNAVGRIEQADPAVHLLMTEDMDEAEELARFVQELNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !! * !*!!! !*! !* * !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!

logo RQKI
MVSKTI

MTDEEAI EQMVEEQQTGALDQSTAIVVAKAGWNPGVVGIVASKLTVDRTFSYRPAIVLGIDEEKTGQI
MAKGSARS IPRGFDNLFEFHS

NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 RQKIVSTITEEAIQMVEETGADQSAIVVAKAGWNPGVVGIVASKLTDTFSRPAIVLGIDEETQMAKGSARSIPGFDLFFH 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*!! *!*!!! !!! ! !!*!!!!!!!!!!!!!!!!!!!!! ! ! !!!!!!!!!!! *!!!!!!!!*!! !! *

logo LSEKCRDI LPHFGGHPMAAGMTLKQADEDVPDLLRESRLNEQI
YADNENTLTEEDF IP I

VQERVDALVCGKVDEDE I
MTVEQAS IAEEMVGNLMLSPFGML

QN
NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 LSKCRDILPHFGGHPMAAGMTLQADDVPLLRERLNQYANETLTEEDFIPIQRVDAVCKVDEMTVQAIEEVGLLSPFGMQN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!! !*!!! !! !!! ! !!!!!!!!!*! !! !! !***!! ! !* *!!!!!! !
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LVPGSQR I S IVVGEMVS INEWNNRKKPQLMI
LKDA

NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 PKPFIMIEDAQLEDIRTIGANQNHIKMSLKDEDKLLDCVGFHQGKLKEELVPGSQISVVGEVSINEWNNRKKPQLMLKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!****! ! !!!*! !!!! !*!!*** ! !!!!!!* ! ! ! *!!!! !!*!!!*!!!!!!!!!!!!!!*!!!



logo

A
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NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 RVDEWQLFDLRGKKDWEKKVSTLDPAKTMVFCFDEETKRQSE..LVDIPIHLI.DAENVSTFDVQEKYVIFADVPADEHL 637
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus ! !!!!!!!!!!* !! !! !**!! * *! !** ** * **!*!* ** !!* !** !*!* **

logo LAKLRLLEGNKQAQPAER IYFTI
VFLQNRHKEDHFLMSSTFPASRDHQFKWFYYAGFLFLKRGASFDP I

VKEKHQGMSELAKHKRGWSTKVDETI INFMTKVFFDELGFV
NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 LKLLLENQQPARIYTVFQRKEDHFMSSFPSRDQFKWFYGFLFKRGSFPIKEQGMELAKHRGWTKDTIIFMTKVFFELGFV 717
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus ! !!! ! !!! *! *!!!!*!*!! !!*!!!*!*!! !!! !**! *! !!!!!*!!* *!! !!!!!!!*!!!!

logo KI ENGVLS IVVRSDGAKPKKRDLTADSQSSTYQTAKQQRLMELDQKTLNTYSSAEKELKEWLNKSLMMKSEQDVSEPAVLYESTRRT
NTDB id 1008830 ABNP43 RS12620 WP 349924934.1 KIENGVLSIVRDAPKKDLTASSSYTAKQRLMELDQTLTYSSAKELKEWLNSMMSEVSPVL...... 777
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!*! !*!*!!! ! *! !!! !!!!!! ! !!!! !!!!!!! *! !* ******

X non conserved

X similar

X ≥ 50% conserved


