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NTDB id 1272 LPP RS04360 WP 010946546.1 MKA..RLIAILLS..FIVIPFSSQ...AENEPQ............KTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRA 61
NTDB id 1249 GCO85 RS04230 WP 010946546.1 MKA..RLIAILLS..FIVIPFSSQ...AENEPQ............KTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRA 61
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLAN...AEET............APAAQV.EEGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLAN...AEET............APAAQV.EEGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1008760 ABNP46 RS17085 WP 349919427.1 MNRK.TL...IAALLLGALPLFSQPLIAADKPAT.........QPAATVNQAKENGKVNLNTASADEL.ASLKGIGEKKA 66
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRY...TFSLLFG.L..FSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKA 73
NTDB id 1362 HI 1008 AAC22669.1 MKTL..F...TSVVLCGAL..VVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKA 73
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NTDB id 1272 LPP RS04360 WP 010946546.1 EAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 EAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1008760 ABNP46 RS17085 WP 349919427.1 QAIVDYREKQGKFTSVEQLEEVSGIGPATLDANRDMIIVK.... 106
NTDB id 1382 A4U84 RS07375 WP 062924234.1 QAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE.... 113
NTDB id 1362 HI 1008 AAC22669.1 EAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
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