logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1

1170 A1552VC RS11080 WP 000418747 .

1403 DSB67 RS12675 WP 010643256.1

100874 QUE72 RS03415 WP 286271572.

1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1

1170 A1552VC RS11080 WP 000418747 .

1403 DSB67 RS12675 WP 010643256.1

100874 QUE72 RS03415 WP 286271572.

1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1

1170 A1552VC RS11080 WP 000418747 .

1403 DSB67 RS12675 WP 010643256.1

100874 QUE72 RS03415 WP 286271572.

1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1

1170 A1552VC RS11080 WP 000418747 .

1403 DSB67 RS12675 WP 010643256.1

100874 QUE72 RS03415 WP 286271572.

1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

consensus

1

1

M&ﬁWMMﬂme% ol copuirel] 600 By

SD .BSVLSEFA.VPLA GSFLNVVIYR P|JMMEIYE TVFAKEH.NLPLT .DDESRTFN MKPDSCCPK
..... YFYRWLFP A WA AR G A T SRR ABWAASFPEY . GIT. . PPEGK WPIS  CPh
..... QYYIgWLEV GSFLNVVIYR PKMME RRECAESFPEY KIE..PPKET VIdREER®Q Q

STSIFVSFY GSFLNVVIYR PKMBENE YQECREF ADELSTKPVKEQQP SPHs CPJ

YIJIQNLTALY GSFLNVVIYREPKMMEN QQECQML NPE. ..QPIIBHERIMEINKIZAOYA

QDI YIJIQNLTALY GSFLNVVIYR@P MMEQ QQECQML NPE...QPII HEK KPAS cp
* Pkl x| * [

s

Rﬁ

LJ

% %MkwK HL LS enereclet T DM

clyp TRiENN TP  SWLRALRGECEEICEENPTSPRYPETELLTRLYS v AiFRyaddl Wigg VLIARTFIDEDTIL

LRGKCENCQMP IR YPTELLTINGeSE] AlGIFC)Y peay 1 13T VLIANTF IDEDTHIL
ISRy WL LT [€LIMLTHIDFDEYL
LRGKCERICQRP ISHMRYPINTELLTYLES VVERAFCly MOYLEEL. LT VLIALTFIDFDTQL

LRGKC{HHCQBPISMRYPINIELLTIYLES VVIEAFClY MOULIFEL. LT VLIALTFIDFDTML
Poos bl ok D hsk b bx b bhel Lk %0 UL TEool % ek ¥k rokkrkk ] Lrk Dl k1

R el R

TGKINGMGRIGDFKL AALGAW
A AGYLNLWY Y TGKEGMGYGDFKLLAALGAW
G A AGYLEMLWNVY TGKEGMGYGDFKLLAALGAW

CIAYPIRIN NIP 'S L LRGKCCQISRYPIELLT wqw.wn L LTINJLI LTFIDMDTRDY
L

LRGKCHNCIRNIISIRYPRIIE WTEILIMS VVANEIFGY
IL

TlPL WLGL! NIy . AGYLBIL BV TGKEGMGHGDFKL AMEGAW
TGKEGMGYGDFKLLAALGAW
TGKEGMGYGDFKLLAALGAW

DL sk Do | Dokokok Dokokokokok skok skokokok ook Dokokok Dokok | ko PRI NETE:

S M@@ DKH M, .

QUERTETANYS WRAVN THP 286
ATAGW)NR WGD]S FTTW GQPL 291

ATAGWVEIR WG):N] FTSI 289
A "AGWVIeaRgiv G[NF: WQ DLL 294
ATAGWV)S3 WGD[N]

ATAGWVENY WGD[N]
Pl bsoskskor | s korx %k

I
I@RGG. . .. .. 286
* ok K

X non conserved
B similar
>50% conserved

152
152
152
160
156
156

231
232
232
239
235
235



