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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 100873 QUE72 RS01925 WP 074499489.1 MASRGINKVIIVGNLGQDPEVRFMPNGNAVANFTVATSETWKDKQTGEQKEKTEWHRIVIYQRLAEIAGEYLKKGSKVYL 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYD.....EGYGQ......SQEAYQRPAQQSR.... 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYE.....EGYGQ......SQEAYQRPAQQSR.... 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.F...GGNQGSGWNQAPA....QTNYNQG.....GYS. 140
NTDB id 100873 QUE72 RS01925 WP 074499489.1 EGRLQTRKWQNQQGQDQYTTEIVANEM....QMLDSRGQGQGGYQQSSSQQGGGYQQQPAAAPQQAAYQQPAQQQQGYQQ 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GM..................PAQGGMNVPA........ 133
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ..............QPAPDA.........PS.......HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ..............QPASDA.........PS.......HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .......................DNY....AQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 100873 QUE72 RS01925 WP 074499489.1 KPAPQQQQSYQQPAQSSPQGGSQSGYQQQPTQQPAQQGGFQQQ..NQSNAKVNPQEPTIDFDDDIPF 221
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .....QQGSWGQPQQPAK........QHQPMQQS....A......PQQYSQPQYNEPPMDFDDDIPF 177
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