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MIKNKSFRSPSSASPLAVRSEQMMRGYSEQSSSSCAQTK
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SHI
TRNS IAVSHRLAATRSSSARLTRASGFTLVELLVAS IA I

NTDB id 1008694 ABNP33 RS10015 WP 262439608.1 MIKNKSFRSPSSASPLAVRSEQMMRGYSEQSSSSCAQTKHCFKDSHTRNIVSHLATRSSSARLTRASGFTLVELLVSIAI 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ......................................MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAI 42
consensus ************************************** ** ! ! ! ! !*!! !!!!!!!!!!!!!!!!!!!! !!!

logo FAI
VLSLLGWKI

VFDYLLKVRDRNATEQHEVHQLFELQDAYQQI
VLRDTLQI IPLSANQGGQLHRPALE IDNQI

VLRFSKAGVTDPLK
NTDB id 1008694 ABNP33 RS10015 WP 262439608.1 FAILSLLGWKVFDYLLKVRDRNTQHEVQLFELQDAYQQVLRDTLQIIPLSANQGGQLRPALEIDNQVLRFSKAGVTDPLK 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 FAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLK 122
consensus !!*!!!!!!!*!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!

logo QGLSPFER I EYRYDAPDQKKLYRLKYSTNLNTLSNREQPLSSTLLSQVDEQFYQIMVLTPQEVTKWPEVNIDPTKPDNEFLKRKLPKG
NTDB id 1008694 ABNP33 RS10015 WP 262439608.1 QGLSPFERIEYRYDPDQKKLYRLKYSNLNTLNREQPLSSTLLSQVEQFQIMVLTPQEVTKWPEVNIDPTKPDEFRKLPKG 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 QGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKG 202
consensus !!!!!!!!!!!!!!*!!!!!!!!!!*!!!! !!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!! ! *!!!!!

logo IK I
MQLTVAGVNSYEWIYSLNQGDLSLSKQEQGGNQS

NTDB id 1008694 ABNP33 RS10015 WP 262439608.1 IKMQLTVAGVSYEWIYSLNQGDLSLSKQGGQ 271
NTDB id 1076 ABD1 RS08075 WP 000594585.1 IKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!*!!!!!!! !!!!!!!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


