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NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSALEE 80
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 MLKLILMGWIGGIAFMGRDIPLIMQYGWVGKVLLVMGFIFYIFKRNIFLNRPILKAIYCLVCAISFFTIGHQYAQHTLNE 80
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 RLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLG.AEKSSSLELGQYYRITAKTKPIHS 159
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 RLQLRQMQPKSLDIVVYVDRISEEKEDKTQQPVQVLGQSLHPVNWLLYLKNQKVNSAIDEPKLQLGHYYRISGKTKPAHS 160
NTDB id 1070 ABD1 RS13145 WP 000472713.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS 160
NTDB id 1083 H0N27 RS04190 WP 168726476.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS 160
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 YALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSHHALL 239
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 YAVAGVFDQEQWFIQRNIMSGFSVQHIEPLSSDEIYQLGYQHHLKEQQKFFNRQKLNVEKLRLTFRLMLKQSPLQNKGLL 240
NTDB id 1070 ABD1 RS13145 WP 000472713.1 YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI 240
NTDB id 1083 H0N27 RS04190 WP 168726476.1 YATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQKGLI 240
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 LALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVILYCA 319
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 LALLTGDESLLNDEIKNQFKELGISHLLAISGPHVLIFAIMLSWVLHQLIRRYYPQLYLRQPKQIWAMIPLCFGVLIYTA 320
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVLIYTA 320
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVLIYTA 320
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 FVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQFHQT 399
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 FVGFEIPALRTLLSVFLFASLVLIKVPVKPFSLLVYSASLLLLFDPFSVLSAGFWLSYGSCFILLRIYQTIEQAPNLVST 400
NTDB id 1070 ABD1 RS13145 WP 000472713.1 FVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQHFL 400
NTDB id 1083 H0N27 RS04190 WP 168726476.1 FVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPEQHFL 400
consensus !!!!!!!!!!!********* *!*******!*!!!*!!!!!!**!!!!*!!!*!!!!!!*!!!!*!!!!***! *****

logo

R
S
F
L
L
T
S
R
S
G
R
K
I
MI LQFFIML

SKAIVLVIRESQW
GKI FVIALCMSPLMTL IL IFFKQRQI SW I

VAPFLSTNLI IA I
VPLI LVGGS IMVIVPLDNI FIMAGACLVAWFLFIVFVINPKPSLFGNLMLFQYHI

L
FNND

NTDB id 1015 ACIAD RS12005 WP 004928865.1 RFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLFYLNN 478
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 SLLSRIILFSKILIESQGKIFIALCPLMLIFFQQISWVAPFTNIIAVPLLGGMIVPLNIFAACVWLIFNSFGNLLFQIND 480
NTDB id 1070 ABD1 RS13145 WP 000472713.1 SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLFHFND 480
NTDB id 1083 H0N27 RS04190 WP 168726476.1 SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLFHFND 480
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 SLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDVGQG 558
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 VLISIVLSCFNLLEKL.SLPLQGFSLTPLDLVCLSFVIIILFLPRGVLPKSWGLICCLPLIIPDKSSQQVQLNIIDVGQG 559
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MLLSILLSCLGLLEKL.SLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQG 559
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MLLSILLSCLGLLEKL.SLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILDVGQG 559
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 QSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANEEI.K 637
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 QAIFLQHPQQTWLIDTGGSYDEKAFSIGQNVVIPYLRQKGIKQLDHVVLSHLDQDHSGAFPSIAQAFPIKQVISNERWTE 639
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPN 639
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQLPN 639
consensus !*!!*!***!**!*!!!!*!!!**!!!!**!!*!*!***!**!!!*!*!*!!!!!!!!**!***!**!******!!****

logo

Q
D
I
L
S
K
E
I
QPFSTQLYCHSQGQKTQWEQHTYPSQELKDI EQI LSWPKLEEKNDLNQALSFTVASTVFSNRQNEQAYSCVMVYI

L
H
Q
F
LKKQAIVNSGDGLYKQYNYFLMIMGDAGWETAEYEQLMLQKEQDYPDNL

NTDB id 1015 ACIAD RS12005 WP 004928865.1 DLSIPFSLCHSGQTWETSELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQLLQQYPDL 717
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 QIKEPFTYCHQGQKWQYPQLDIEILWPKEKDLNLVSSNQNQYSCVVYIHLKQINGYQNYLIMGDAGWEAEYQLMKEYPDL 719
NTDB id 1070 ABD1 RS13145 WP 000472713.1 DLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL 719
NTDB id 1083 H0N27 RS04190 WP 168726476.1 DLKQPFQYCHQGQQWHYSELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL 719
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 KVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDSGNEQTEFY 797
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 KVDVLVLGHHGSKHSSAYDFLATLKPKLVVASAGFNNRYGHPSKEVLARVQALNIPFKSTVEQGTLSFVSRNQVMVLYTR 799
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDR 799
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHKLVLHDR 799
consensus !*!!!*!!!!!!*!!!*!!!!****!!***!!!!!*!*!!!!!* !**!* *!*!!**!!***!***!************

logo RFQLESDYRKTLWLHQSRNGLF
NTDB id 1015 ACIAD RS12005 WP 004928865.1 RQSYKWLQR.. 806
NTDB id 1008691 ABNP33 RS04400 WP 349914280.1 RFERTWLHRNL 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 RLDRLWLSRGF 810
NTDB id 1083 H0N27 RS04190 WP 168726476.1 RLDRLWLSRGF 810
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