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NTDB id 1008596 ABNP42 RS20240 WP 350019685.1 MRFILHDNQLVPNASREAKAISQLPEWYTPSVNPAFLFSSSLQQFLVGKQLLPDELTSFSFSTLHEHYEQGYIRYHKSI. 79
NTDB id 108 BSU 35470 NP 391427.1 ...........................MNVPVEKNSSFSKELQQTLRSRHLLRTEL.SFSDEMIEWHIKNGYITAENSIS 52
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NTDB id 1008596 ABNP42 RS20240 WP 350019685.1 IKKDVMTCMRCGNQQQHLFASFHCGRCYSTCTYCRACIGMGRVSECTPLITWKGPLLRKVSSPALTWKGKLSPAQQTASS 159
NTDB id 108 BSU 35470 NP 391427.1 INKRRYRCNRCGQTDQRYFSFYHSSG..KNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAAN 130
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NTDB id 1008596 ABNP42 RS20240 WP 350019685.1 QMVEAVNSNQELLVWAVCGAGKTEVLFEGISKALGLGKSVCVATPRTDVVLELHPRLQQAFQGLEVVALYGGSADKGKHS 239
NTDB id 108 BSU 35470 NP 391427.1 VLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLS 210
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NTDB id 1008596 ABNP42 RS20240 WP 350019685.1 SLILATTHQLLRYHEAFDVMIIDEVDAFPYSAEPMLQYASNKARKAESTLIYLTATPSENLKQQVKENKLAAVKIPARYH 319
NTDB id 108 BSU 35470 NP 391427.1 PLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHH 290
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LPFPAS IVKSRSWI EKFQHRVCKDEDGKRPQCVFLVFVPKSVKS IWLVEQKPAVAVAECLFIKQGQLVHTCPRSTVAGSVHAEDKEHRKEKV
NTDB id 1008596 ABNP42 RS20240 WP 350019685.1 RYPIPIPRFVWCGNWQKRLVKKKLPFSISSWIKQRVCDDKQCFVFVPKVKWVQPVVELIQQLTPSVAGVHAEDKERKEKV 399
NTDB id 108 BSU 35470 NP 391427.1 RKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVHCRTASVHAEDKHRKEKV 370
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NTDB id 1008596 ABNP42 RS20240 WP 350019685.1 KAFRERQYTILVTTTILERGVTVPNIDVAVVGAENEIFTESALVQISGRVGRSANFPTGDVVFFHYGQTVEMKKAKKHMV 479
NTDB id 108 BSU 35470 NP 391427.1 QQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIK 450
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NTDB id 1008596 ABNP42 RS20240 WP 350019685.1 DMNDMAKNQGLIQI 493
NTDB id 108 BSU 35470 NP 391427.1 EMNELAAKVECTD. 463
consensus *!!**! * *



X non conserved

X similar

X ≥ 50% conserved


