
logo

MFKMFLMKKNETKQAGFTLVI EML ILVMLFLVI ITS IVLLL IL ILMTIVIPNI
V
L
T
AKHQNTQATVHINQKNSKTGCESNGALQQVNKTMVEKNASQMVIQTEVAFYAELDEKHENGRKQNKTPPSTS ILANEDLEQIASEGDGFYLVI

NTDB id 32 MW RS07995 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 16 SA RS07765 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 1008583 ABNP42 RS17205 WP 094910792.1 ...MLKNEKGFTLIEMLIVMLVITVLLLIMVPNVLKHNAVINNKGCSALVKTVEAQVQVYELE.NGKKPTLNDLESGGYL 76
NTDB id 98 BSU 24710 NP 390351.1 .....MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGYV 75
consensus ****** *!!!*!!!*!***!**!!****!!**!* **!** !!** ***!* !**** !*** ******!!* *!**

logo KKEDGAQATKTVCKPNSGKSEKRTI IT IGTSGTNDGGERAVKSAAVNESDHGNS
NTDB id 32 MW RS07995 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN..... 103
NTDB id 16 SA RS07765 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN..... 103
NTDB id 1008583 ABNP42 RS17205 WP 094910792.1 KEG.TVCPNGSKITIGTDGRVSASDGNS 103
NTDB id 98 BSU 24710 NP 390351.1 KKD.AVCPNGKRIIITGGE.VKVEH... 98
consensus !**** !* !**!*!*****!**
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X ≥ 50% conserved


