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NTDB id 1008471 ABM478 RS06465 WP 000578885.1 MIGERIKRLRLQKGISLTELAEKAGVAKSYISSIERNLQKNPSIQFLEKIAAVLQIPVDTLLHDET..TKETNLDSEWTQ 78
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NTDB id 1008471 ABM478 RS06465 WP 000578885.1 LVKDAMNSGVSKEQFREFLEFTKWKQNQK.. 107
NTDB id 81 BSU 24610 NP 390341.1 LVRDAMTSGVSKKQFREFLDYQKWRKSQKEE 111
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