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NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIA........ILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIA........ILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAI..M....QVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQ 73
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAI..M....QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAI..M....QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 ...MFRKLNVYVSVIAFGLL....SGLANAVTLEDVSFSSLPGERLEVTLKFDGAPP.EPSGYTIERPARIAVDLRDTTS 72
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.............V 139
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.............V 139
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVATS.... 137
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPVV.... 137
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPVV.... 137
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 GLN..SRSVPLGSGNAQSMTVVETKDRTRLIFNLVELVPYETVRAGNSLVMTIGGQAQVGMVASSSTSE..PRSSST... 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQP 150
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQ 219
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQ 219
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....APAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSY 212
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAY 211
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAY 211
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 ....AEAMSSDSLAGVDFRRGKDGEGRVLVDLGSSSTPVGLTERAGKIRLTMDGINVPADLRRRLDVTDFATPVTRIDTF 221
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNAS 230
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVT 291
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 VEGGNAVVEITPEGNYDYIAYQSGSQFTVSVEELSQEEAESRREEKFPYTGDKLSLNFQDIEVRSVLQLIADFTGLNLVA 301
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVA 310
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAA 371
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 SDTVGGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAAREKLELETSKQIAELAPVRLDIVQVNYAKAA 381
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAA 390
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLD 442
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 DIVALIKED................................EELISDRGFVSSDVRTNTISVRETAEKLEEIRRLVSTWD 429
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLD 444
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANEL....AR.........GTAPANVVPLERRLNLDL 493
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANEL....AR.........GTAPANVVPLERRLNLDL 493
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....GTYTI.......ERPDN 510
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI.......ERPDN 523
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI.......ERPDN 523
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 VPVRQVSIEARIVRAQTNVAENLGVRWGGAAYDVSGDNVFTVGGSQSAVEEARQ.....AASGNNNTITFPGA....... 497
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWS.GYGKDGNIGIKDEDGM.....NCGPIAGSCTFPTTGTSKSPS 518
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AV 569
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AV 569
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATT 590
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATT 602
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATT 602
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 LAVDLGVSGEGTSSFAIGWGS.DNFLVDLELSALESDGQAEVVSQPRVVTADRQTASIKSGEEIPYQEATSSGAT...NI 573
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PFVDLGA.KDATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...ST 593
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPF 648
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPF 648
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPF 669
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 EFKEAVLSLEVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPSINTNSVTTQVLVGNGETVVLGGIFQSEVATQTTKTPF 651
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPF 673
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1008363 ABNF92 RS06885 WP 349344067.1 LGDIPYLGRIFKRTEHLDERSELLIFITPKIIKNDLLR............ 689
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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