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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
consensus **!!!!**!*!! !!**!*!**!**! ****!!!!*!*!***!***!*!!!!****** **!**!**!!*!!* *!

logo

I
L
VEGKQRI

L
K
Q
S
TRKYWQGDKQNDSGI

Q
E
DRTYTASYTDEVIQVGLVAQGFYNDGSNI

S
V
E
L
M
T
K
QMLDGSGRAGSNQSEQGNSGDGGFMQAGPAGYDEGNQQEGGFMYNGGVQGPSAQGQQRGESSAGGWYNGQQRAPPQAQPQASKRQHQPMYAI

P
Q
S

D
Q
Q
S
D
G
A
Q
P
G
Q
T
S
G
N
Q

NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ..EAYQRPAQQSR..QPAS.DAPS. 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ..EAYQRPAQQSR..QPAP.DAPS. 145
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQG.......SGWNQAP............AQTN 133
NTDB id 1008335 ABL312 RS07420 WP 349360749.1 VEGQLQTRKWQDQSGQDRYSTEVVLQGFNSSLTMLDGRGEGGG.QGGGGGFGGGQGRSGGG...........YIDQGPGG 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQPAKQHQPMQQSAPQQ 158
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NTDB id 1103 NMB RS07590 WP 002212976.1 ......................HPQEAP.AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ......................HPQEAP.AAPRRQPVPAAAPVEDIDDDIPF 174
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 YSQPQY.................................NEPPMDFDDDIPF 177
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