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NTDB id 1177 A1552VC RS01165 WP 000422572.1 B V.lR

NTDB id 1203 PSJM300 01605 AFN76401.1 AR

NTDB id 1008288 ABMW66 RS04010 WP 010336949.1 A

NTDB id 1307 DR RS10055 WP 010888596.1 G

NTDB id 1086 NMV RS00245 WP 002218487.1 NIPMIRVIG R B

NTDB id 1116 NGFG RS10615 WP 003690200.1 SIPMIRVEBIG R P

NTDB id 1185 GTF74 RS11940 WP 000350195.1 PPM R DG R IMNDINQREY YEE)Y B

NTDB id 1176 A1552VC RS01160 WP 000350195.1 PPM R DG R IMNDIVQRES YEE)Y B

NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG R Y IMND A

NTDB id 1259 GCO85 RS10305 WP 010947729.1 PPMIRVDG R Y IMND A

NTDB id 1202 PSJM300 01600 AFN76400.1 [MASDLHLS G PPMIRVDG R Y IMND B

NTDB id 1194 PAKAF RS01995 WP 003084552.1 (MASDLHLSAG PPMIRVDG R Y IMND 12

NTDB id 1020 ACIAD RS04210 WP 011182164.1 IMASDLHLSAG PPMIRVDG R Y IMND B

NTDB id 1060 ABD1 RS04380 WP 000355489.1 [(MASDLHLSAG PPMIRVDG R Y IMND B

NTDB id 1040 HON27 RS13360 WP 000355489.1 .. [MASDLHLSAG PPMIRVDG R Y IMND B

NTDB id 1081 FDQR49 RS05335 WP 006581387.1 NMDITELLAFSVK [ASDLHLSAG PPMIRVDG R Y IMND B
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TIHRME R PF LIALPIY )Y APWNSMRGLVLVMGITGSGKSTT TGRQH.TG

NTDB id 1203 PSJM300 01605 AFN76401.1 M E LGP |0 14 AIRWRGLVLIQYGITG GKST LAAM

NTDB id 1008288 ABMW66 RS04010 WP 010336949.1 ENQGSARQ ISLALLEZEIHCPQ EE]LGP LPERLNNENGBRRNNE ANeRTe) SN NNN.VIU|

NTDB id 1307 DR RS10055 WP 010888596.1 GLP[Ayn'Em T ANMPRGLVLVTGPTGSGKSTTLA M

NTDB id 1086 NMV RS00245 WP 002218487.1 E LIW\PSIF[AIMI AISIPRG VLVTGPTGSGKSTTLAAM

NTDB id 1116 NGFG RS10615 WP 003690200.1 E LIG\PSIF[OMT AIMNYPRG VLVTGPTGSGKSTTLAAM

NTDB id 1185 GTF74 RS11940 WP 000350195.1 EMLBIAPIXAT FRIMT ANN@Y GLVLVTGPTGSGKSTTLAAM

NTDB id 1176 A1552VC RS01160 WP 000350195.1 EMLPYPIXT FRIMT ANN@Y GLVLVTGPTGSGKSTTLAAM

NTDB id 1283 ACE17W RS02630 WP 010947729.1 5, E ARGLVLVTGPTGSGKSTTLAA

NTDB id 1259 GC085 RS10305 WP 010947729.1 g, I ABMSSIRGLVLVTGPTGSGKSTTLAAY

NTDB id 1202 PSJM300 01600 AFN76400.1 B INTIWAIPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1194 PAKAF RS01995 WP 003084552.1 E il DBDMPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1020 ACIAD RS04210 WP 011182164.1 E DI ONYPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1060 ABD1 RS04380 WP 000355489.1 15 DIOANYPRG VLVTGPTGSGKSTTLAAM

NTDB id 1040 HON27 RS13360 WP 000355489.1 g D INYPRG VLVTGPTGSGKSTTLAAM

NTDB id 1081 FDQR49 RS05335 WP 006581387.1 E DJIANYPRG VLVTGPTGSGKSTTLAAM
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 234
NTDB id 1203 PSJM300 01605 AFN76401.1 236
NTDB id 1008288 ABMW66 RS04010 WP 010336949.1 233
NTDB id 1307 DR RS10055 WP 010888596.1 T 240
NTDB id 1086 NMV RS00245 WP 002218487.1 i 236
NTDB id 1116 NGFG RS10615 WP 003690200.1 T 236
NTDB id 1185 GTF74 RS11940 WP 000350195.1 T EDPIEFVHEIWWKCLINQREVH 236
NTDB id 1176 A1552VC RS01160 WP 000350195.1 T EDPIEFVHEWWKCLINQREVH 236
NTDB id 1283 ACE17W RS02630 WP 010947729.1 T EDPIEFVHMNSKKCL NQREVH SFWWNALRSALREDPD 236
NTDB id 1259 GC085 RS10305 WP 010947729.1 T EDPIEFVH[SKKCL NQREVH SFRPNALRSALREDPD IWKT 236
NTDB id 1202 PSJM300 01600 AFN76400.1 T EDPIEFVHRISKKCL NQREVH EFRIMALRSALREDPD ILVGEMRDETIRLALTAAETGHLVFGTLHT 236
NTDB id 1194 PAKAF RS01995 WP 003084552.1 T EDPIEFVHIXSKKCL NQREVH FRINALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1020 ACIAD RS04210 WP 011182164.1 T EDPIEFVHI3YKKCLINQREVH CFIMMALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1060 ABD1 RS04380 WP 000355489.1 T EDPIEFVHMNSKKCLINQREVH DTHIGFIMMALRSALREDPD ILVGEMRDIMETIRLALTAAETGHLVFGTLHT 236
NTDB id 1040 HON27 RS13360 WP 000355489.1 T EDPIEFVH[ESKKCLINQREVH DTE{FIMNALRSALREDPD ILVGEMRDETIRLALTAAETGHLVFGTLHT 236
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 T EDPIEFVHENSKKCLINQREVH DTEIYFIWNALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 236
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 l 314
NTDB id 1203 PSJM300 01605 AFN76401.1 316
NTDB id 1008288 ABMW66 RS04010 WP 010336949.1 R DNJFPA EK 312
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVFPE E] Q L A 320
NTDB id 1086 NMV RS00245 WP 002218487.1 DRI DVFPA[EK MLSESLIJAVISQN 316
NTDB id 1116 NGFG RS10615 WP 003690200.1 DRI DVFPA[EK MLSESLIJAVISQN Q 316
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IDRIIDVFP N K MLSESLRIAVI Q) BRUGGGRVAMHEIM 315
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IDRIIDVFP N K MLSESLIIAVI Q)i MIGGGRVAMHEIM 315
NTDB id 1283 ACE17W RS02630 WP 010947729.1 I RIIDVFPAEEKRIMVR MLSESL[§AV ]S GGRVAAIEIM G| 315
NTDB id 1259 GC085 RS10305 WP 010947729.1 MLSESL[AV /]S . NK[eRARVYNLIUMCERG 315
NTDB id 1202 PSJM300 01600 AFN76400.1 MLSESLMNAVISQpy MIGGGRVAAHEIMI PAIRNLIREBKVAQMYSBIQTG 315
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MIIGGGRVAAHEIMI PAIRNLIREBKVAQMYSINIQTG 315
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MLSESL[@MAVISQpy MYGGGRVAAHEIMI MPAIRNLIREMKVAQMYSHIQTG 315
NTDB id 1060 ABD1 RS04380 WP 000355489.1 BMYGGGRVAAHEIMI MPAIRNLIRENKVAQMYSEAIQTG 315
NTDB id 1040 HON27 RS13360 WP 000355489.1 IDR IDVFPAEEK MVREIMMLSESLRAVISQQN BMIUGGGRVAAHEIMI MPAIRNLIRENKVAQMYSINIQTG 315
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 IDR IDVFPAEEK MVREIMLSESLRAVISQpN BMIUGGGRVAAHEIMI MPAIRNLIRENKVAQMYSINIQTG 315
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PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1
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K non conserved
B similar
i >50% conserved

IS KHT,
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IS KHTI\HEAJALNK .
IS RDSINKEKEKQP .
ISRENIAREKIAKIP .

LERJ
BRRRYA
BRRRJ

NLPTIRAVINKSP .
8P QTR TANKQP .
8 QTR TANKQP .
8P QTR TANKQP .

368
381
326
418
347
347
345
345
344
344
344
344
344
345
345
345

IDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATPA
AN S E S M OF . o e
QN S E S M OF . . e

368
381
326
400
347
347
345
345
344
344
344
344
344
345
345
345



