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NTDB id 1008093 Q9L42 RS02395 WP 349431825.1 ..MTMPTTLVVDDEPDIRELLEITLNRMDIKTICAEDINSARRLLEKNRFDLCLTDMRLPDGDGLDLLEHIQTLGVQTPC 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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