
logo MFSFFKRKRKKPKPAQESTPAALEPAEAPQSPVAQAEETAPAKPAVPEPSAEPVAPQAIAVAGNP IA
K
E
R
D
SVEFSLPAESSVWFKGRSAKEPASAEVEATAVPPPSAGAPVDEQTAVKPEPTVVAPEPMPPPS

NTDB id 1007877 ABL846 RS21975 WP 418146025.1 MFSFFKKKPPAESPAAPAPSPAAEPAPAPEPAPAPAAAP.ARSVFSP.SSWFGSKPAAEEAAPPPAAPDTAPPVVPPPPP 78
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKV.ESEVAQIVGNIKEDVESLAESVKGRAESAVETV..SGAVEQVKETVAEMPS 77
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NTDB id 1007877 ABL846 RS21975 WP 418146025.1 PAAANLAPVPAAPAPAPAVPAVPPPP..PALVEAAMPAERKGWFDKLKTGLRKTG....TGIQAVFVNAQIDEALYEELE 152
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAGEAAERVESAKE..AVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
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NTDB id 1007877 ABL846 RS21975 WP 418146025.1 SALLMADAGVKATEYLLDDLRGRVKRQMATDAAQVKRLLADAITDLLQPLEKPLVIGQ.FTPTVIMVAGVNGAGKTTSIG 231
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus * !* *! !* !!!!!* !*!!!! !* ** ! *!* !!* !!!!!!!** * ! !!!*!!*!!!!!!!!!!
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NTDB id 1007877 ABL846 RS21975 WP 418146025.1 KLTKHLASEGASVLLAAADTFRAAAREQLLVWADRNTVEIVSQEGGDPSAVSFDAVTAGKARGKDVVLVDTAGRLPTQLH 311
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
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NTDB id 1007877 ABL846 RS21975 WP 418146025.1 LMDELKKIKRVVTKADATAPHEVLLVIDGNTGQNALAQVRAFDETLGLTGLVVTKLDGTAKGGVLCAIARERPIPVYFIG 391
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIG 395
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NTDB id 1007877 ABL846 RS21975 WP 418146025.1 VGEKLEDLETFNAREFALALLG 413
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEGIDDLRPFDARAFVDALLD 417
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