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NTDB id 1007821 ABL837 RS21490 WP 081247617.1 MFSFFKKKPPAEAPAAPAPSPAAEPAPAPEPAPEPAAAPARSVFSP.SSWFGSKPAAEEAAPPPAAPPVAPPPPPPAVAP 79
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETV....SGAVE......QVKE 70
consensus !!!!!**!** ! !! * * * *!* * * * * * * ! !** ! ! * ! ! **** **! ****** ! *
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NTDB id 1007821 ABL837 RS21490 WP 081247617.1 PAAPVPAPAPAPAPAPAPAPA....PVPA.PAPAVLIEAAMPAERKGWFDKLKTGLRKTG....TGIQAVFVNAQIDEAL 150
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDL 150
consensus * !**! *!* *!* * *!* *****!* **** ! * ** !! *!! !! !* **** * *!! *!! ! !
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NTDB id 1007821 ABL837 RS21490 WP 081247617.1 YEELESALLMADAGVKATEYLLDDLRGRVKRQMATDAAQVKRLLADAITDLLQPLEKPLVIGQ.FTPTVIMVAGVNGAGK 229
NTDB id 1118 NGFG RS11455 WP 003696286.1 YEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGK 230
consensus !!!!!* !* *! !* !!!!!* !*!!!! !* ** ! *!* !!* !!!!!!!** * ! !!!*!!*!!!!!
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NTDB id 1007821 ABL837 RS21490 WP 081247617.1 TTSIGKLTKHLASEGASVLLAAADTFRAAAREQLLVWADRNTVEIVSQEGGDPSAVSFDAVTAGKARGKDVVLVDTAGRL 309
NTDB id 1118 NGFG RS11455 WP 003696286.1 TTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRL 310
consensus !!!!!!! !* ! !!!!!!*!!!!!!!!!!! !* !! ! **!! !!* !!*!!!! !*!!!! !*!! !!!!!!
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NTDB id 1007821 ABL837 RS21490 WP 081247617.1 PTQLHLMDELKKIKRVVTKADATAPHEVLLVIDGNTGQNALAQVRAFDETLGLTGLVVTKLDGTAKGGVLCAIARERPIP 389
NTDB id 1118 NGFG RS11455 WP 003696286.1 PTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVP 390
consensus !!!!!!!*!*!!*!!!* !! * !!!!***!*!*! !!!!* !!*!!!* !!!!!!*!!!!!!!!!!!*!*!*! *!!*!
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NTDB id 1007821 ABL837 RS21490 WP 081247617.1 VYFIGVGEKLEDLETFNAREFALALLG 416
NTDB id 1118 NGFG RS11455 WP 003696286.1 VRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus ! *!!!!! **!! *! !! ! !!!

X non conserved

X similar

X ≥ 50% conserved


