logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

sxLx | CDEBRLCAALLD=GY LeDesLQRALERHEREVGCRLABVLYD=GCiv=sEBRIABX | EBEREC | PLVRELLRVE Y BPEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerBREXARNLRALPFALBEexsYRVARYRP LSS ESYELYEDS s CEMYEPYQAERBERY WAYAKHYPELGLEY Y P s X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SeRCBLSEKLCERLYySRGK | TBRRLe¥ALSRQeRTCBALCRTLYsBRAY "EBRLYBXLAEQeCr eFLerreGaMPoeEEX X
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

~
[eNeoRoNeoNoNeoNoNe o]

158

[eloNoNoNoloNoNe)

237

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

L LRRDALRY EAVPYSESR=eVEaVY E SDPRERBERYRRL v MRPXBEY L ARPERWVEEL t BERRYPQRMRLCEXLVQEGLLSR

LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
E <

Bk eEar oK :,%'i Lhanzabt A%Eﬁ‘l KR *é%VRXL%Eév%.SgEEL MXR E ;erDL.B
EALKEALEVQKGLP AKP A RISG EAIWNE A TQL YEY BDIPEE 397
DQLREALQVQAREG QSGK EMIFARSIBSAQLEYEFINNPIQ 397
.............. ELSIFHAQELEEQLSHI 66
.............. SSGFF.SSELAEHLSSI 66
.............. SGFFQSHELEEHLSSV 66
MALA...... Q KNKI AEQEWNLTABQN T4
.............. EEV 65
MAAAELPVKEPSQIA@P QKSIS RTEFRAEINT GEI&ANSSIA ADIWNH TINSIT A 80
MSALH...... DAA KQDTMAY)SREEVH SLINSXTESIAE T4
MSAFT...... EKA KFKQD LTEVNHTESILE T4

% %k %k %k %k *) %k %k X %k %k X kk X %k %k X ok * * * Xk kkxk

DPPDPGAPL 477
NPPDPKVAL 472
141
141
141
QFHTG 149
PQ QKTVSAHG 140
QQAE K 155
149
DP.LFLKDK INEIML I[N 149

* * ok

* %k * * >k 3k ok sk ok ok %k ok sk ok



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

ER={ ()F\.QEVAJB

AE...... MSEAK

SIQGAANQGK|=SQ

L sELVRbERD B Ve

. ANLJYK

.S

.GA

SLSHEKSGEKI2IN QI3aL . . ASLYDM .

SLGQEKSGIRK|2HINQ AGLYDHE. .G

KESQG. . .|WS|HYVERSGDLEGLEISADD RN WD - PV F NK 'LLDA

STSL....®QI2EG......... EGQEEE| SHTLYIINEEA [EPVERF IEKHLED A
DVAAETAN QATIAEV PVVRF j3iK LLDA

AAET. .. .@NSpVGS|SFEFD.
ES...... SFRFND|®2EFDLD . .

ET...... HFNFDTI®3LDLD. .
*

J_REXA%? ot

VL\SNNF/\)\/\

GALRPYSTLPKGALNA IS VRS

0 e b bt R T AT

DGPTA

DPHTTI I
AiRK ol

EAV |L &

INK L DA
INK L DA

DRI e

AP QGp N
DKLKDE PV

LT

i

S AIDFRVSTIPT-GEK V R
DFRVSTLPTLFGEK V R
IDFRVSTLPTLFGEKIV R

PQDGK K BK
PQDGR @LTFQ
PQDGR KLK (¢33 D
B AIDFRV)| LPTLFGEK VLR
8] WIDFRVN] LPTLFGEKIVLR
*kk |k |

PQDGRIKLK BK

PQDGRIKLK BJKP
[ kkkk x

'—?3W§U??w:ﬂ?JWZﬂ?J::I:J

IR

TGPTGSGKTVSLYTGLJILNTE]Y
TGPTGSGKTVSLYTGLNILNI

TGPTGSGKTVSLYTGLEJILNI
TGPTGSGKTV LYT LNILNTRH

NISTAEDPVEINLEGINQV
NISTAEDPVEINLBGINQV
P NISTAEDPVEIMLPGINQV
NISTAEDPVEIJS PGINQV
NI TAEDPEREINLPGINQV V
TGPTGSGKTVSLYT{§LN LNNP[§ NI TAEDPFEINLPG NQV V
TGPTGSGKTVSLYTGLNILNTISSSINISTAEDPVEINLIRGINQV
TGPTGSGKTVSLYTGLNILNT|®:WANISTAEDPVEINLIAG NQV
trrrrrd * * | okok ko ok ok | [ * ok | |

TGPTGSGKTVSLYTELNILNTES
C

;.]iD%fPEéEDLé%QEAAL R QA i ASD|HFE Al

ke

lbssih L

PQDGRIKLK NQ:DTAIDMRVSTLPTLFGEKIVLRLLDSSSAS
PQDGRIKLK NINEEYATIDWIRVSTLPTLFGEKIVLRLLDSSSAJ

iz

RS

VR

%=l

RRD

* RO O=2Q

(3 *

H

V PK GFG
V PK G3
V PK GJj

NPK GLTF
NGLTFA
WMGLTFA

VNPK GLTFA
VNPK GLTFA

Kok ok ok ok ok | kx|

542
539
217
217
217
226
207
229
221
221

620
617
296
296
296
305
287
308
300
300

700
697
376
376
376
385
367
388
380
380



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1007801 ABL838 RS25100 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

UL A T T el s LR

JIMALR FLRODPDIIMVGEIRDSETA/STANSIAAIMTGHLYV TLHTN|PAA P
IJALR FLRQDPDIIJJVGEIRDNETAI(TA |AAAMTGH VL TLHTN)ARIEIA
INALRSFLRQDPD MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET
JIPALRSFLRQDPD MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSAAET
JINALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET

IRLENMGVEJFN ASS
IIRLEINMGVE FN ASS
IIRLEINMGVE FN ASS

LITAQRLARRL
LITAQRLAR L
LITAQRLAR L

AL SFLRQDPDIIMVGEIRDLETA TAIKAAQTGH VESTLHTNN
ALR FLRQDPDIIMVGEIRDLETA I IKAAQTGHLVLSTLHTND
AL SFLRQODPDIIMVGEIRDLETAETIAIKAAQTGH V STLHTNSAlY

JA\TL. R MNMGVINZFNIASSV LI AQRLWRRL
TLTR IINMG FNgFNIASSVLIJJAQRLARRL

Faechls il oF Ko YK RYEV e0eEl g | sfasonk s A

m”.-“‘?KL

K XBueart J-*’*EL

EHCKVEVKPDPEI ..
EMYQETNADPEV . JARRJIE TSR] R..GAN
KHONIAVRPSALL . QSEFMZQPN

:LLE QRPENNAQPEF QR Ele¢H R:EGYKGRVGIYEVMK
* ok kkkokokok ok kokkokskok Dk 1ok [RESNEEEE

vaLRé Kkﬁg T E Ny

IQVPER|
*

£ QF

MKV QGIT LEEVLARTI. 889
EKI\ QG T LEEV)NAVTES] 887
I GITS|WAE 562
INQGITSIINE 561
INQGITSIPIE  RVINEY 561

I\ GIT EEV RVTYY 574
QGITSLEEVINSTN 558

QG TSLEEV\FXETN 577

QG TSL EV RVTH 570

QG TSL E RVTH 570

* ok Dkok Dokokok Dok Dokokok [okokokokk ok

non conserved
similar
>50% conserved

(>4 ES

780
TrT
456
456
456
465
447
468
460
460

857
854
530
529
529
542
526
545
538
538



