
logo MKQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
LELQSQEVEQAMLDTENPFLLERETANEEWALDVRTESAEFGLETADAPVPRDEDGNGGR I

SGAS
NTDB id 1007795 ABL838 RS02970 WP 418124073.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLELSQEVEQMLDENPFLERTAEEAVREEFGLETADAPVPRDEDGNGGSGS 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSA..................RIGA 62
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!! ! !!! !!! ! ****************** !

logo

D
EGGSEVNSADFLAQPSSTSAGSTPTLSPTTESSPSEPPTAASNTAGADHSADDGPTAAEAE I

S
S
YENREGPDWEG

SDFGDTSVDMYAGPTDEDRSDEWGSGLDADFPARKQNPNQASDGDEDDERADPAMTEQL
NTDB id 1007795 ABL838 RS02970 WP 418124073.1 EGGESDFAPTSGSTSTTSSSETASTAADSDGPAAEISEREPDWEGDGTVDMAPDDSEWGGDAPARQNNAGDDERADATEL 160
NTDB id 1425 RS RS02020 WP 011000369.1 DGSVNALQSSSATPLPTESPPPAANGADHADTAEASYENG....SDFDSDYGTERSDWSLDDFARKPQSDEDDRAP.MQL 137
consensus *! **!*** *! !***! *!!* *! ! **** ! ! *** !*! ! *!! ** *!*!!** !
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NTDB id 1007795 ABL838 RS02970 WP 418124073.1 ARSQESLQSFLHRQALSLRLNESDSAALRFLIESLNDDGYLEDSLPALASGLAGDDNDEFDDLVHHFQVALGLLQSLEPA 240
NTDB id 1425 RS RS02020 WP 011000369.1 REAEPTQREFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVE....LDELQAALRMLQSFDPA 213
consensus ** !!* ! *!*! * ! * * !!!!!! !*!!! !!* * !*** !******* ! !! *!!! *!!

logo GI
VGARDSALAGECLSTI

LQLQRARLMADSDPADETEEEELVKRKPLTAI
L
A
TICVKNQHPLMELLAARRDFYKTRLAKKTALLTRSSVDSDEEGELLVKRASAHLEQLVIARRSLAEPFKPGHR

NTDB id 1007795 ABL838 RS02970 WP 418124073.1 GVGARDLGECLSIQLRAMASDDETEEEELVRKTAIAICKQPMELLARRDFKRLATLTRSSEELVRSALQVIARLEPKPGR 320
NTDB id 1425 RS RS02020 WP 011000369.1 GIGARSAAECLTLQLQRLDSPA........KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGH 285
consensus !*!!! *!!!**!! * !* ********** !* !* ! *!!!! !!* !! * ** !* *! ! ! !!*

logo

A
SFGVDRAVEARDNFI IVVPDVI

VVRTKTAGARGTNVKFWMRAVMQLNPDEVMPRLR I
V
H
NDI

MYAGQAI LKRSHSKRGESGASAQANLQSQKRLQEARWFL IKNIQQRFD
NTDB id 1007795 ABL838 RS02970 WP 418124073.1 SFVDVERNIIVPDVIVTKTGRGTNVKFRVMLNPEVMPRLRVHDIYAGALKSHKGE.GSQALSQRLQEARWFIKNIQQRFD 399
NTDB id 1425 RS RS02020 WP 011000369.1 AFGRAEADFVVPDVVVRKTAAG....WMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFD 361
consensus ! ! *!!!!*! !!* !***** !!!*!!!!!!**!*!! !*!**!!*! ! !*!!!!!! !!!!!!!!!

logo TI LRVSNQAIVERQKSFYFTVHGE I
LAMRPLVLRE IADETLGLHESTI SRVTTANKYMATPFMGTFVELKYFFGSAHLVGSTETGGANASST

NTDB id 1007795 ABL838 RS02970 WP 418124073.1 TILRVSNAIVERQKSYFVHGELAMRPLVLREIADELGLHESTISRVTTAKYMATPFGTVELKYFFGSALGTETGGNASST 479
NTDB id 1425 RS RS02020 WP 011000369.1 TILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASST 441
consensus !!!!!!*!!!!!!!!*! !!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!! !! !!!!!!!!** !!!!! !!!!

logo AI
VRAL IKQFLVGASEDSPVKKNPLSDSQR IASELMLGKEQGFI EVCVARRTVAKYREALKR IAPAPAVNLRKASL

NTDB id 1007795 ABL838 RS02970 WP 418124073.1 AVRALIKQFVGSESVKKPLSDSQISEMLKEQGIECARRTVAKYREALRIAPANLRKAL 537
NTDB id 1425 RS RS02020 WP 011000369.1 AIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !*!!!!!! !! ! *! !!!!! ! !*! !!! *!!!!!!!!!!!!*!** !!!! !



X non conserved

X similar

X ≥ 50% conserved


