
logo MFSFFKRKRKKPKPAQEATPADALEPAEAPQTPVPQAEPTAAKPAVEPDSEPAVAPQAIRVGNIKED
SVEFSLAPESSVWFKGRSAKEPASAEVETPVASGPAPVEQVAVAKEPATSVAVEPMVPSEPAP

NTDB id 1007765 ABL843 RS25875 WP 418117816.1 MFSFFKKKPPAEAPDAPAPTPPAPAAPAPDPA.PAR.....SVFS.PSSWFGSKPAAEETPAPAP.VAAPASVPVPSPAP 72
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA. 79
consensus !!!!!**!** ! ! * * ** *!!* * * ** ***** ! !** ! ! * ! !!* *!** * **!!*!*
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NTDB id 1007765 ABL843 RS25875 WP 418117816.1 APAAAPVVPPSPAAAPSATPAPAPTPVTAAPVAEPVIATERKGWFDKLKTGLRKTG....TGIQAVFVNAKIDEELYEEL 148
NTDB id 1118 NGFG RS11455 WP 003696286.1 .GEAAERVESA....KEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEEL 154
consensus ** !!* !** ***** ! * * * *! * ! * ** !! *!! !! !* **** * *!! * ! !*!!!!!
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NTDB id 1007765 ABL843 RS25875 WP 418117816.1 ESALLMADTGVKATEYLLDDLRGRVKRQMATDASQVKALLAETVADLLKPLEKPLVIGQ.FTPTVIMVAGVNGAGKTTSI 227
NTDB id 1118 NGFG RS11455 WP 003696286.1 ETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSI 234
consensus !* !* *! !* !!!!!* !*!!!! !* *** ! ! * !!*!!!!!!!!** * ! !!!*!!*!!!!!!!!!
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NTDB id 1007765 ABL843 RS25875 WP 418117816.1 GKLTKHLADEGASVLLAAADTFRAAAREQLLVWADRNTVEIVSQEGGDPSAVSFDAVNAGRARGKDVVLVDTAGRLPTQL 307
NTDB id 1118 NGFG RS11455 WP 003696286.1 GKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQL 314
consensus !!! !* ! !!!!!!*!!!!!!!!!!! !* !! ! **!! !!* !!*!!!!*!**!!! !*!! !!!!!!!!!!
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NTDB id 1007765 ABL843 RS25875 WP 418117816.1 HLMDELKKIKRVVTKADGTAPHEVLLVIDGNTGQNALAQVKAFDETLGLTGLVVTKLDGTAKGGVLCAIARERPIPVYFI 387
NTDB id 1118 NGFG RS11455 WP 003696286.1 HLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYI 394
consensus !!!*!*!!*!!!* !! * !!!!***!*!*! !!!!* !!!!!!* !!!!!!*!!!!!!!!!!!*!*!*! *!!*!! *!
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L
D
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NTDB id 1007765 ABL843 RS25875 WP 418117816.1 GVGEKLEDLETFNAREFAQALLG 410
NTDB id 1118 NGFG RS11455 WP 003696286.1 GVGEGIDDLRPFDARAFVDALLD 417
consensus !!!! **!! *! !! ! !!!
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