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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNESQ.AGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 MAAAEPLVKDSASIALPGLARALISAGKLPAKTAEEIYQKSTSGRTSFIAELTGTGAVSPADLAHTLSSAFGAPLLDLDA 80
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 IDAQRLPKDLLDPKLCQAYRVVVLSKRNNRLIVATADPSDQQAVEKIKFASQ.....MGVDWVIAEYDKLSRMVEAAAVS 155
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAK......EF.........AKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLR 540
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNK......EL.........AERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYR 537
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQ....GKEISQDELANLVKVSDDE..LQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLR 215
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSG....LKEINQEELASLVDVGADE..IDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLR 215
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSG....LKEINQDELAGLVDIGEDE..IENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLR 215
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGDLEG....LEIS.ADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYR 224
NTDB id 1110 NGFG RS09235 WP 003689817.1 ST.SLLQEL.GEG.............QEEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFR 205
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 AS.ETIDSIVGVEFEFDDST......IQDTPADSNDSASAEVEDAPVVRFLHKMLLDAFSMRASDIHFEPYEHQYRVRFR 228
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ET..........HFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYR 219
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ES..........SFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYR 219
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NTDB id 1028 TT RS08215 WP 011173991.1 IDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIP 618
NTDB id 1306 DR RS10060 WP 027479822.1 IDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIP 615
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANL 294
NTDB id 1293 VP RS12240 WP 005479695.1 CDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASL 294
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAAL 294
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKL 303
NTDB id 1110 NGFG RS09235 WP 003689817.1 VDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASL 285
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 VDGELREVATPPTVIKEKLASRIKVISRLDISEKRVPQDGRMKLKIGP.DRVIDFRVSTLPTLFGEKIVVRILDPSSARM 307
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAML 298
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAML 298
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NTDB id 1028 TT RS08215 WP 011173991.1 EIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLT 698
NTDB id 1306 DR RS10060 WP 027479822.1 ELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMT 695
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFG 374
NTDB id 1293 VP RS12240 WP 005479695.1 DIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFG 374
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFG 374
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLT 383
NTDB id 1110 NGFG RS09235 WP 003689817.1 NIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLT 365
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 GIDALGYDTVEKERLLDAIGRPYGMVLVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINMPGVNQVNVNDKAGLT 387
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLT 378
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLT 378
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NTDB id 1028 TT RS08215 WP 011173991.1 FARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVR 778
NTDB id 1306 DR RS10060 WP 027479822.1 FARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVR 775
NTDB id 1168 A1552VC RS11070 WP 000957200.1 FAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLAR 454
NTDB id 1293 VP RS12240 WP 005479695.1 FAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLAR 454
NTDB id 1401 DSB67 RS12665 WP 010643259.1 FAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLAR 454
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLAR 463
NTDB id 1110 NGFG RS09235 WP 003689817.1 FAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLR 445
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 FATALRAFLRQDPDIIMVGEIRDLETADIAIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQRLAR 467
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLAR 458
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLAR 458
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NTDB id 1028 TT RS08215 WP 011173991.1 RVCEHCKVEVKPDPET.LRRLGLSEAEI..QGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKE 855
NTDB id 1306 DR RS10060 WP 027479822.1 RVCSECKQPTNADPEV.LRRLGISERDI..RGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRD 852
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLCKHCKIAVRPSALL.QSQFAFQPNEI....LYEANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIER 528
NTDB id 1293 VP RS12240 WP 005479695.1 KLCPYCKQPQEHTVQL..QHLGIQTTDN....IFRANPDGCNECTH.GYSGRTGIYEVMRFDESLSEALIKGASVHELEK 527
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLCPYCRQPQEPNSQL..QHIGIANTEQ....IFQANPDGCNECTH.GYSGRTGIYEVMKFDESLSEALIKGASVHELEK 527
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KLCNQCKAVRDDFTNQGLIELGFKEADL..VNLKLYKAVGCEQCTS.GYRGRVGLFEVLPMTKELGQLIMSGGNSLDILK 540
NTDB id 1110 NGFG RS09235 WP 003689817.1 RLCSSCKQEVERPSASALKEVGFTDEDL.AKDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILD 524
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 RLCPVCKAPSEVPKEA.LIDAGYRDDEI.DGTWKAYKPVGCPACNG.GYKGRVGIYQVMPISEEIQKIILRDGSALEIAH 544
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLCSQCKRPIQVPERS.LLEMGFTPEDLAQPEFQIFEPVGCHDCRE.GYKGRVGIYEVMKITPEISKIIMEDGNALEIAA 536
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RLCSQCKIPADIPKQS.LLEMGFTEQDLAHPDFRVFQPVGCLECRE.GYKGRVGIYEVMKVTPEISKIIMEDGNALEIAA 536
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NTDB id 1028 TT RS08215 WP 011173991.1 IAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 VALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 LAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 VAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1007734 ABL847 RS27235 WP 077000884.1 QAE.SEGVRSLRRSGLHKVMQGLTSLEEVLAVTNE 578
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
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