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NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNT.... 69
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNT.... 69
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGS.... 76
NTDB id 1007724 ABL847 RS17575 WP 076999897.1 .MNRRSIARNVQKGFTLIELMIVVAIIGILAAVALPAYQDYTIRAKVTDGISLAGSAKTAVAENAANGAPFASGWT.... 75
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTP.... 68
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.... 67
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.... 67
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ........SAGVA......SPPTDIKGKYVKEVEVK.....NGVVTATMLSS...GVNNEIKGKKLSLW........... 116
NTDB id 1109 OK783 RS10670 WP 157147416.1 ........SAGVA......SA.STIKGKYVQKVEVA.....KGVVTAQMAST...GVNKEIQDKKLSLW........... 115
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHA.....SKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK...... 140
NTDB id 1424 RS RS02795 WP 011000517.1 ........S.............VFTPTKNVANLTIAGTGTVPGQITVTYTT........AAGGGTLALVPTAA....... 120
NTDB id 1007724 ABL847 RS17575 WP 076999897.1 ........S..............PAATRNVSAVEI...AQGTGVITIRYQTE.......IDNGATLTLTPLNGSRAAGTA 123
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........STAGSSCVGVQEISASNATTNVATATCG..ASSAGQIIVTMDTT.......KAKGANITLTP.......... 121
NTDB id 1274 LPP RS09530 WP 011214168.1 ........ATGYV.........SPAATPNVASIAIG..A..NGVITITY.TA.......AAGGGTIVMTP.......... 108
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........ATGYV.........SPAATPNVQSIAIG..A..NGVITITY.TA.......AAGGGTIIMTP.......... 108
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NTDB id 1119 NGFG RS11465 WP 017147169.1 ........GRRENGSVKWFCGQPVTRADDDTVAD..AKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 ........AKRQDGSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1188 NELON RS01755 WP 003772458.1 ....AVP.AATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 ..GTALPVSSAPSGPIMWTCYAQNKAQAASSVA...PSGTMSLAAKYAPAECR....... 168
NTDB id 1007724 ABL847 RS17575 WP 076999897.1 LSGTASASTIPTAGSITWVCASAGSTVTNSAVV......KGTIKDKYVPAECRT...... 171
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........T.YASGAVTWKCTT..................TS.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ........TLQANGDVTWTCTG..................GTLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........TLQANGDVTWTCTG..................GTLLAKYRPASCRP...... 136
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