
logo MFSFFKRKRKKPKPAQETPADALEPAEASQTPVPQAEPTAAKPAVEPESEPAPVARSVFSPASQS IWFVGNS IKKEPDTVEESLTAPESVAKGPPRAPAEPSALVAEPTVASAGAVEQVKEPATPV
NTDB id 1007714 ABL851 RS31545 WP 093304228.1 MFSFFKKKPPAETPDAPASTPPAPAAPAPEPAPARSVFSPSSWFGSK.PTVEETP...APPPAPALAPVAA......PAP 70
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESE.V.......AQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETV 72
consensus !!!!!**!** !!! * ** *!!* * ********** ! ** !! **** *** *!* *! ******** *

logo AEPMVPSEPAGPAEAPAPAEPRVASPAPVEPSVASAKEPAPVAAEPTVPAPAGEPAVVAGPQI
V
A
QEAVAPTVI

T
A
E
E
T
E
H
K
R
K
LGWAFADKRLKQTGLARKSTGRDKMAKTGS ILAQAGVFGV

NTDB id 1007714 ABL851 RS31545 WP 093304228.1 APVPSPAPAPAPAPVASPAPVPVSAPPVAAPVPAPAPVVAPIAE..PVIATERKGWFDKLKTGLRKTG....TGIQAVFV 144
NTDB id 1118 NGFG RS11455 WP 003696286.1 AEMPSEAGEAA.ER......VESAKEAVAETV...GEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFG 142
consensus !**!!*!* *!* *******!* **!! *!***** !*** !*** ** !! *!! !! !* **** * *!!
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NTDB id 1007714 ABL851 RS31545 WP 093304228.1 NAKIDEALYEELESALLMADTGVKATEYLLDDLRGRVKRQMATDASQVKALLAETVADLLRPLEKPLVIGQ.FTPTVIMV 223
NTDB id 1118 NGFG RS11455 WP 003696286.1 GGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIML 222
consensus * ! ! !!!!!!* !* *! !* !!!!!* !*!!!! !* *** ! ! * !!**!!!!!!!** * ! !!!*
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NTDB id 1007714 ABL851 RS31545 WP 093304228.1 AGVNGAGKTTSIGKLTKHLADEGASVLLAAADTFRAAAREQLLVWADRNTVEIVSQEGGDPSAVSFDAVNAGKARGKDVV 303
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIV 302
consensus !!*!!!!!!!!!!!! !* ! !!!!!!*!!!!!!!!!!! !* !! ! **!! !!* !!*!!!!*!*!!!! !*!
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NTDB id 1007714 ABL851 RS31545 WP 093304228.1 LVDTAGRLPTQLHLMDELKKIKRVVTKADGTAPHEVLLVIDGNTGQNALAQVKAFDETLGLTGLVVTKLDGTAKGGVLCA 383
NTDB id 1118 NGFG RS11455 WP 003696286.1 LADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAA 382
consensus ! !!!!!!!!!!!!!*!*!!*!!!* !! * !!!!***!*!*! !!!!* !!!!!!* !!!!!!*!!!!!!!!!!!*!*!
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NTDB id 1007714 ABL851 RS31545 WP 093304228.1 IARERPIPVYFIGVGEKLEDLETFNAREFAQALLG 418
NTDB id 1118 NGFG RS11455 WP 003696286.1 LASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus *! *!!*!! *!!!!! **!! *! !! ! !!!
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X ≥ 50% conserved


