
logo MKQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
LELQSQEVEQAMLDTENPFLLERETANEEWALADRTESAEFGLDTADAPVPRDREIGAGDGGSEVGNAG

NTDB id 1007677 ABL848 RS14635 WP 093203954.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLELSQEVEQMLDENPFLERTAEEAAREEFGLDTADAPVPRDEGGDGGEGG 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSA............RIGADGSVNA 68
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!! ! !!! !!! ! ************ !*!! *
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NTDB id 1007677 ABL848 RS14635 WP 093203954.1 DGEGDFASPAASSASTASTETVTSTADTDGPAADISEREPDWEGDGTVDMAPDDSEWGSDAPARQNNLGDDERADATELA 160
NTDB id 1425 RS RS02020 WP 011000369.1 .....L...QSSSATPLPTESPPPAA.NGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRA.PMQLR 138
consensus ***** *** !!!** *!!**** !* ***!! ! ** ! ! *** !*! ! *!! ** *!*!!** !
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NTDB id 1007677 ABL848 RS14635 WP 093203954.1 RSQESLQSFLHRQALSLRLDENDSAALRFLIESLNDDGYLEDSLPALASGLAGDDNDQFDDLVHHFQVALGLLQSLEPAG 240
NTDB id 1425 RS RS02020 WP 011000369.1 EAEPTQREFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEV....ELDELQAALRMLQSFDPAG 214
consensus ** !!* ! *!*! * ! * * !!!!!! !*!!! !!* * !*** **** *** ! !! *!!! *!!!
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NTDB id 1007677 ABL848 RS14635 WP 093203954.1 VGARDLGECLSIQLRAMASEDETEEEEQVRKTAIAICKQPMELLARRDFKRLATLTRSNEDLVRSALQIIARLEPKPGRS 320
NTDB id 1425 RS RS02020 WP 011000369.1 IGARSAAECLTLQLQRLDSPA........KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHA 286
consensus *!!! *!!!**!! * !* ********** !* !* ! *!!!! !!* !! * ** !* *! ! ! !!*
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MYAGQAI LKRSHSKRGESGASAQANLQSQKRLQEARWFL IKNIQQRFDT
NTDB id 1007677 ABL848 RS14635 WP 093203954.1 FVDVERNIIIPDVIVTKTGRGTNVKFRVMLNPEVMPRLRVHDIYAGALKSHKGE.GSQALSQRLQEARWFIKNIQQRFDT 399
NTDB id 1425 RS RS02020 WP 011000369.1 FGRAEADFVVPDVVVRKTAAG....WMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDT 362
consensus ! ! **!!!*! !!* !***** !!!*!!!!!!**!*!! !*!**!!*! ! !*!!!!!! !!!!!!!!!!
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LAMRPLVLRE IADETLGLHESTI SRVTTANKYMATPFMGTFVELKYFFGSAHLVGSTETGGANASSTA

NTDB id 1007677 ABL848 RS14635 WP 093203954.1 ILRVSNAIVERQKSYFVHGELAMRPLVLREIADELGLHESTISRVTTAKYMATPFGTVELKYFFGSALGTETGGNASSTA 479
NTDB id 1425 RS RS02020 WP 011000369.1 ILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTA 442
consensus !!!!!*!!!!!!!!*! !!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!! !! !!!!!!!!** !!!!! !!!!!
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NTDB id 1007677 ABL848 RS14635 WP 093203954.1 VRALIKQFVGSESVKKPLSDSQISEMLKEQGIECARRTVAKYREALRIAPANLRKAL 536
NTDB id 1425 RS RS02020 WP 011000369.1 IRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus *!!!!!! !! ! *! !!!!! ! !*! !!! *!!!!!!!!!!!!*!** !!!! !
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