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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1007650 ABL845 RS02805 WP 093301447.1 ..MASVNKVIVVGNLGRDPEMRTFPSGDQVANVTVATTDRWKDKQSGEMREATEWHRIVFNGRLAEIAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
consensus **!!!!**!*!!*!!**!**!*!**!*****!!***!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQSR I
L
K
R
Q
S
TRKYWTQGDQKNSDGQIDEKRTYSATYTDEVIQRVGVAQGYNGDNI

Q
V
E
L
MKQMLDGSGRAQSNGQSEGNQSGDGFMPGPSAAGPQGSPDGYEDDEGYGGQGNGQGGSGW

Y
N
SQ

A
G
E
G
P
A
A
G
M
Y
N
Q
T
V
R
N
P
Y
A
N
Q
G
Q
S
G
S
G
R
G
W
Y
Q

S
G
P
D
G
Q
A
G
N
S
P
Q
D
Y
Q
A
Q
P

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..PYDEGYGQ......SQEAYQRPAQQSRQPAPDAP 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA..PYEEGYGQ......SQEAYQRPAQQSRQPASDAP 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG................MNVPAQQGSWGQPQQP 144
NTDB id 1007650 ABL845 RS02805 WP 093301447.1 EGSLRTRKWTDKDGIEKYTTEIRA....DQMQMLGSRQGQGGPSGPSDDDGYGGGGGGGYSQGGG.....GGGGGGGYAP 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF.........GGNQGSGWNQAPAQTNYNQGGYSDNYAQ 145
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NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPR....RQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPR....RQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 AKQHQP..MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1007650 ABL845 RS02805 WP 093301447.1 RAPAAAPRAPAPAPRQAP.AKSSSGFDDMDDDIPF 183
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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