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B Y VAL

MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAIJFELGLG
MI MYFFLVGSILASFLGLVIDRFPERSII|##¥ASHCDSCQTRLRPLDLIPILSQVFNRFRCRYCKRRYPEWYALFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCK

YPVWYALBELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTELRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELFLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF®CRYCKVRYPVWYALFELGLG

Pl DO L LUl ks LD bk DL b bbb bbbt

TR T s L DR GR

LFLJ\ SWG LSLGQVILITAGLTLGIYDF HQEYPLLVWMTFHLIL [
LLFLEYSWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLAALGILAHFIDIRMGAGDFL
LLFLLYSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFMNLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

Pl bk boskske DD Dsk b DLtk DL L1 Phskl Dok Dbk bl LLLRLEEEErtl

B —— o

FLASCALVFSETELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSENTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWCVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWC IIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219

K non conserved
B similar
Bl >50% conserved

160
160
160
160
160
160
160



