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NTDB id 1007375 Mjas RS03440 WP 421078375.1 ...MVNIYDIYNYIIRRNTLILKHAGININEKSYFMMLLLSPIIPIVLKYIMNLNSKSTIILIALYVLSVLSIPSMLYES 77
NTDB id 57 MMJJ RS05245 WP 104837972.1 MDAKKYLDHVYHVLIVRNIKILKKTGRKLDERVFIGILLVITILPILLKIFLGFTLKTTLILTFVYLGSVLSLPTIMYES 80
consensus *** * **!* *! !! !!!* ! * !* * *!!* *!*!!*!! * !*!*!! *!* !!!!*!***!!!
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NTDB id 1007375 Mjas RS03440 WP 421078375.1 KIEKFERNLPKALYVMILSLESGRSVMDAINEVINSGIKEVDTVFLKIVALMTEKKLSFEDSIILVSNSIDSKIFRQIGR 157
NTDB id 57 MMJJ RS05245 WP 104837972.1 KMDKFDKNIPKALYVMVLSLDSGRSVVEAINEVIRSGIPEVDVVFSKIVTLMTERKLSFEDAMILVSNSLDSKIFRQVGR 160
consensus !**!!**!*!!!!!!!*!!!*!!!!!**!!!!!! !!!*!!! !! !!! !!!!*!!!!!! *!!!!!!*!!!!!!!*!!

logo L I I ENRKYGGELADETVLKRKTLAKTLDEDLQNLKASQLLSVTANGLAVGL I I ILCGVIPATAGI
L IGGYI

L
N
T
A
VIASQLMATPNTI

M
P
V
A
SVETAPESQ

NTDB id 1007375 Mjas RS03440 WP 421078375.1 LIIENRKYGGELAEVLRTLAKTLEDLQNLKAQLLSVTANGLAVGLIIICGVIPATAGIIGGYINAIAQMTPNIVAVTPEQ 237
NTDB id 57 MMJJ RS05245 WP 104837972.1 LIIENRKYGGELADTLKKLAKTLDDLQNLKSQLLSVTANGLAVGLIILCGVIPATAGLIGGYLTVISQLAPTMPSVEASQ 240
consensus !!!!!!!!!!!!!* !* !!!!!*!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!* ! !* ! ** ! * !
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NTDB id 1007375 Mjas RS03440 WP 421078375.1 LAKCMENIQIGTGIFGILFAVPLFGLKINRMIITCTFCMTFGLVSFYGVLFMTKMLF. 294
NTDB id 57 MMJJ RS05245 WP 104837972.1 ISKAIETIQMGSGLFGLFFAVPLFGLKVNRMIITCAVCMTFAIGTFYAVLRLTGLLFA 298
consensus * !**! !!*!*!*!!* !!!!!!!!!*!!!!!!! !!!!** *!!*!! *! *!!*
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