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LYVYASMKN
NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 MAKNRNEIPEKLTWDLTTIYKTDKEWEAELTRIKSELSLVEETYPGHLLDSAESLLIITEKMLSISQQVEKLYVYASMKN 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLK.KASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus ! !! ***!! !!!!!!!* !! *!! ! *! * !*!!!!!!! !! !! *!* *!!*!!!!!!!!
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NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 DQDTREAKYQEYQSKATALYVKFGEVYAFYEPEFLKISKEVYNKWLGELKKLKNYDHMFERLFAKKAHILSQKEEKLLAA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!! * !!!!! !!* !! ! *!**!!!!* * * * ! !!! !!!! ! ! !*!!! ! !!!!

logo AGDE I FENGSPSTDETFENI
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VRKAGAYEKALMYGSNTYEQFYQHTYAKQTLQGTNVVKV
NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 AGEIFESPSETFEIFDNADIKLPMVKNESDEMIQLTHGNYSSLMESKNRGVRKAAYKALYSNYEQYQHTYAKTLQTNVKV 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!*!! !**!! * !!!!! ! ! *** !!!!!* *!!!!! ! *!!*!! !*! !!!*!!!!! !!! !!!

logo HNLYNQAKQI
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NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 HNLNAQIRSYDSARQAALANNFVPEKVYDVLMEAIHQHLPLLHRYIELRKKILGITDLKMYDIYTPLSNLDYKFNYEDGV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESL 319
consensus !! *! *!*! !!!*!!!! !!*!! !!! !*! ** !!!!!!!!**!!!!*!!* *!!!!!*!!!!! * !!* *

logo KKAEEVLAI FGEKEYKSGKGKVHKAAFETEQRWIDVEHEPNI
KGKRSGAYSGGASYDTNAFMLLNWQDETLDDNLFTLVHEMTGHSLMHSATFTREQ

NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 KKAEEVLAIFGKEYKGKVKAAFEQRWIDVEENIGKRSGAYSGGSYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSAFTRE 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQ 399
consensus !!!!!!!!!!! !! !*!!! !!!!!**! !!!!!!!!!! !!!!!!!!!!!!*!!! !!!!!!! !!!*!! !!!

logo

N
TQPYVYGDYP I FLAE IASTTNENI LTETLLKESVKDDKETRFAI

LLNHW
YLDGSFKRGTVFRQSTQFAEFEHQAKIHEADAASGEQI

VLTASDE
NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 NQPYVYGDYPIFLAEIASTTNENILTETLLKESKDDKERFALLNHWLDSFRGTVFRQSQFAEFEQKIHEADAAGEVLTSE 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTAD 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!*!!!*!! !*!!!!!!*!!!!!!* !!!!!! ! *!! *

logo

F
Y
L
MNKSLYAGDE I

LNEKYYNLAKAEKDENSYE IQFYEWAER IPHFYMYNFYYVFYQYATGFAAASTFYLAEKI
VVHGSTDEEDKREQAKYLETYLKAGSSADYP

NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 YLNSLYGEINEKYYNLAAKENSEIQYEWARIPHFYYNFYVFQYATGFAAATFLAEKVVHGSDEDRQKYLEYLKAGSSAYP 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYP 559
consensus **! !!***!!!!!!! ! *! !!!*!! !!!!!! !*!!*!!!!!!!!!**!!!!*!!!**!!* !! !!!!!!! !!



logo LEVIAKKAGVDMETNSTDYLDAAFEKLVFEDNRLSVELEAKLVEKGVHLS
NTDB id 1007244 ABLU29 RS06030 WP 251899783.1 LEVIAKAGVDMESTDYLDAAFELFENRLSELEKLVEKGVHL. 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!! !!!!!! !!!!!!!! *!! !! !!! !!!!!!!!*
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