
logo MTYYLEENEEDFEGNLFLSGEMKP I IVRMKLMKQIR IKRATWDKI EDYYLQEGI
MI I LHHLLLEENQHNSPDSGTQNKI

L
Y
HTKFKVKYHQRL IDELRHRSYA

NTDB id 585 KW2 RS10975 WP 021037965.1 MTYYLEENEFEGLFSGMKPIIRKLMKQIRIKAWDIEDYYQEGMIILHHLLEENHPSTNIYTKFKVKYHQRLIDELRHSYA 80
NTDB id 1007224 ABLU29 RS03910 WP 406834864.1 MTYYLEEEDFENLFSEMKPIVMKLMKQIRIRTWKIEDYLQEGIIILHLLLEEQNDGQKLHTKFKVKYHQRLIDELRRSYA 80
NTDB id 608 V4T04 RS13125 WP 349652201.1 MTYYLEEEDFENLFLEMKPIVMKLMKQIRIRTWKIEDYLQEGMIILHLLLEEQSDGQKLHTKFKVKYHQRLIDELRRSYA 80
consensus !!!!!!!**!!*!!**!!!!**!!!!!!!!**!*!!!!*!!!*!!!!*!!!!* ******!!!!!!!!!!!!!!!!*!!!

logo KKRLSHDHFVIGLDI
VYECSDWIDNASGGDSTTSPEDSNELVVFNHLLVAEVYEGLSAHYQEDLLVLRQMRGEELTRMEQRYRLREKIKNAI LFSRE

NTDB id 585 KW2 RS10975 WP 021037965.1 KKRLHDHFVGLDIYECSDWIDAGGSTPESELVFNHLLVEVYEGLSAHYQELLVRQMRGEELTRMERYRLREKIKNILFSR 160
NTDB id 1007224 ABLU29 RS03910 WP 406834864.1 KKRSHDHFIGLDVYECSDWINSGDTSPDNEVVFNHLLAEVYEGLSAHYQDLLLRQMRGEELTRMQRYRLREKIKAILFSE 160
NTDB id 608 V4T04 RS13125 WP 349652201.1 KKRSHDHFIGLDVYECSDWINSGDTSPDNEVVFNHLLAEVYEGLSAHYQDLLLRQMRGEELTRMQRYRLREKIKAILFSE 160
consensus !!!*!!!!*!!!*!!!!!!!**!***!**!*!!!!!!*!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!!!!!!*!!!!*
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NTDB id 585 KW2 RS10975 WP 021037965.1 DDD....... 163
NTDB id 1007224 ABLU29 RS03910 WP 406834864.1 ERRVKRNSLF 170
NTDB id 608 V4T04 RS13125 WP 349652201.1 DEE....... 163
consensus ***

X non conserved
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X ≥ 50% conserved


