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NTDB id 1007 ACIAD RS15000 WP 004923844.1 ..MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYA.NASLAGLGNAASY 77
NTDB id 1006989 ABLB95 RS13045 WP 348908764.1 MKVGKYNGFTLIEVMIVVAIIGILAAIAYPSYSQYIIRTKRTDAQSEMLQVAQRMQTYRAANNTFA.GATINTVYGSSVI 79
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ....MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVS 76
consensus * ***!!!!!!*!!!!!!!*!!!!!!*!!! *!*** !***!!!*****! *******!* ** *!******** *

logo PKLVTQGKTAFLYNTLANTLFASTPTVDLSPSTDNTADNNQSEGTYWKVL ITATP IASNSTMSQANGNDGVI ICLNDHQDQGQKFWASVKAGASTDACSALSANSNSTSNSTWTDEGR
NTDB id 1007 ACIAD RS15000 WP 004923844.1 PVTGTAFYTLNLAVD.SDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATACSLSSNSTWDGR 144
NTDB id 1006989 ABLB95 RS13045 WP 348908764.1 PKQGTALYNLTFSPSPTTANEWKLIATPISSTSQANDGVICLNHQGQKFWVKGASACALSNTSNWDGR 147
NTDB id 1062 ABD1 RS15720 WP 000788345.1 PLQGKALYTLAFTTL..NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATDCALSASSSWTE. 141
consensus !**!*!*!*! ** * * **!*!!!!**!*!!**!*!!!! *!!!!! !*!**!*!! *!*!***
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