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NTDB id 1006986 ABLB95 RS12465 WP 138000886.1 MLKKIILPGGTGLAWWQDPIFMGALLLAVILHSAILTLHFAMPDPEAAASKEIAVSIRPSSEQVKDADYLAQADQQGSGR 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !!!! !* * !!!!**!**!**!!**!! *! *!!!!! ! *!!!!*!!!!* * *!*!!*!!!!!!!!!!
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NTDB id 1006986 ABLB95 RS12465 WP 138000886.1 FREAHRISSQLPASSQ..QQSAGEQQETLQQMHQQPQIQFEDKVLMTIMSWRKEAEQNQRKKALEELQSQFQAKAAMAAS 158
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !!!!!!*!!* !!* *** ** ! !!! **!!* * !!*!!!!!**!! ! !! !!!!!!! !!!!!!!!!!! !!

logo LEAQYLQRQQDFSRQQKRIKTVDGIQAKKQDAASAAYLDKFREKVELYGNRYYPEQEQAKAQEQQRLKTGEVQRL IMVI LNAQGGIRAIRL
NTDB id 1006986 ABLB95 RS12465 WP 138000886.1 LEAQYLQRQQDFSRQQRIKTVDGIQAKQDAAAAYLDKFREKVELYGNRYYPQQAKAERLTGEVQLIVILNAQGGIRAIRL 238
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!! !! ! !!! !*!!!!!!!!!!!!!!

logo LESSGHPTI
VLDEAAKASVRKRGAPFGRFDAGNMKDI SELR I IVRTWRFDPAEAEFEVHK

NTDB id 1006986 ABLB95 RS12465 WP 138000886.1 LESSGHTILDEAAKASVRKGAPFGRFDAGMKDISELRIVRTWRFDPAEAEFEVK 292
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!**!!!!!!!!!!*!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!*
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