logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

i

|

[
|
VVX

DAL MR PR e L SLE el

Il

oD ol R

I VAUH QM GJ2S SINK GEK (8] VESEARVER H PRI V\AMTME V@D QSLLGA . EKS S S|RoNE QNS N RN QN0 T |58

RL QREWNID NLDIIVYINMNLSEEKDNKVQQWAQVLNLSK PVNWLLYLKN NQN LKNNQIML LGHYYR SGKT PAHS
RLEQREWD RNLDIIVYINBILSEEKDNKVQQTAQVLNLSK PVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKT PAHS
RLEQREWD RNLDIIVYINKILSEEKDNKVQQTAQVLNLSK PVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKT PAHS
Do Usksksksk skokskskskokok Dok Dsksk skok Doskosk Dosksksksk Dok Dok Dl Doskoskosksksk 01 | oskok Doskskoskoskskskskskskoskskosksksk Dk D Dok Dl Doksksk DDk Ik 1)

VA7 AFDEA RN S kY, YKeutgSE s e A AL ke

I DESH&DEI%FﬁgL SRS

LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAFHQIJISRYYPQIYLWKPKQVLHAVPCCLGVLIYTA

AT e RO AT

l8:| B\F LLVIRSASLLLIYMDPFS LSA FWLSYGACFIL RIYQ ENQEYN I3H[NEN
LKQP KPFRALLVYSASLLLLMDPFSVLSAGFWLSYGACFIL RIYQTIWQ P QHFL

FVGFEIPALRTLSVLIFIGFLLLKQP KPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFIL RIYQTIAQLPEQHFL
FVGFEIPALRTLLSWWLIFIGFLLLKQP KPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFIL RIYQTIAQLPEQHFL

RS Ll P e

AERAKINL HSQIKIF ALNIPLTL MFIQQISW APL N IA PI G[¢ IVPL IMA

SLESKMIFM KVLIESQGKIFIALSPLTLLFFQQISW APLTNI AVPIVGE IVPLNIMAACHWF KPFGNMLF FND
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISW APLTNIIAVPIVGY IVPLNIMAACAWFV KPFGNMLFJIFND
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQIISW APLTNITAVPIVGY IVPLNIWAACAWFV KPFGNMLFJSIFND
sokokokok Dokokokok Dok Dok DUk DD sk Dl DD Dok Dakosk DU D DD Dok Dok Dok Dl b sk DD D Dok Dok Do Dok Dokskokskokok | Dok | Dok |

159
160
160
160

239
240
240
240

319
320
320
320

399
400
400
400

478
480
480
480



logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1

id 1006927 ABLB99 RS04390 WP 106465465.

id 1070 ABD1 RS13145 WP 000472713.1
id 1083 HON27 RS04190 WP 168726476.1

consensus

r<—

?llélLLS.{KLlEKLLéLng PR

AL

L wlepl

kb Uskskskkokk sksk | k%

WHAL i

i

il

Q

AT

il

LR

l@ KEKQléEY:éNQN@XS VVYlQEKQA DYQNFl DA

\
A

S,

EAEY@H%QY )|

i l%ST%EQ ILQFMLENBKLMLﬁBB

K DVL 'LGHHGS[NHSS - YDFL)98q PK 'ATASAGF " N{¢YGHPSERAVEINRL{NLINT PLIAS TR IMGEY 1€ SIS0 NgN

K DVLVLGHHGSKHSSAYDFLATLKPKLATIASAGFDNRYGHPSQIRVIIRLKALHIPLKSTVEQGTLSFVLENNKIVLH R

K DVLVLGHHGSKHSSAYDFLATLKPKLATIASAGFDNRYGHPSQNVIBMRLKALHIPLKSTVEQGTLSFVLENHKIVLHDR

L

R%@BL

806
810
810
810

Poskokor Lok |okok

X non conserved
B similar
>507% conserved

1%

K DVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKST EQGTLSFVLENHK VLHDR

Plsksk Dk DD sk DD skoskok |oskoskosk | oskosk sk sk ok sk ok sk sk k k%

558
559
559
559

637
639
639
639

717
719
719
719

797
799
799
799



