
logo MANQRSF I LSENKEQQGFTL I EL IMVALALGL I LVAAATQLF IGGI
LLSSRLQKANAE IQDSGI FGLDEYI

M
A
IRDIRLLVNYGNI

V
I
VNPQL

NTDB id 1006917 ABLB99 RS01615 WP 004884688.1 MNRSF.LEKQQGFTLIELMVALALGLILVAAATQLFIGGILSSRLQKANAEIQDSGIFGLDYIIRDIRLVNYGNIINPQL 79
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQL 80
consensus ! !!* ! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!* !!!!!*!!!!**!!!!

logo

N
TDTTPWGGIVLTGSTATNANNNI

VNF IVPKNTVDGTNATYIAPDEALLSRGAGDTVSTLVNNHQWKGLSNIQNSSNAETI
VQSDQLTIQF IAP

NTDB id 1006917 ABLB99 RS01615 WP 004884688.1 NDTTPWGGIVLTGSTATNNNNVNFVPNTGTNAYIADALLSRGAGDTVSTLNNQWKGLSNIQNSSNATIQSDQLTIQFIAP 159
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TDTTPWGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIAP 160
consensus !!!!!!!!!!!!!!!!! !!*!!*! !! !!**!!!!!!!!!!!!!*!!*!!!!!!!!!!!!! *!!!!!!!!!!!!

logo

S
TNMTNCEGAVNVLAGDL IVVEQRYFLRLVDNNGSSQQDYALACDANTPASTVSTAPTAQPDTI

SVDNGFLGDAGQI I LPR IDHFHVLLGAKN
NTDB id 1006917 ABLB99 RS01615 WP 004884688.1 SNMTNCEGANVLAGDLVVERYFLRLDNNGSSQQDYALACDANTPSTTPTAQPTSVDGFGDAGQIILPRIDHFHVLLGAKN 239
NTDB id 1066 ABD1 RS15740 WP 000079197.1 TNMTNCEGVNVLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGAKN 240
consensus *!!!!!!! !!!!!!!*! !!!!!*!!!!!!!!!!!!!!!!!!! **!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!

logo AAGNFAYYTIPQYRVAAQAARDASTPATQVALAPR I LS IQI SVLARSTNNAQNKAI
VDPNQSTFLVMLDQNTVHAASDNTRSSTRFLRRVYS

NTDB id 1006917 ABLB99 RS01615 WP 004884688.1 AAGNFAYYTIPQYRVAAQAARDATPTQLAPRILSIQISVLARSTNNAQNKAVDPNQTFVMLDQTVHASDTSSRFLRRVYS 319
NTDB id 1066 ABD1 RS15740 WP 000079197.1 AAGNFAYYTIPQYRVAAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVHAADNRTRFLRRVYS 320
consensus !!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!*!!!!*!*!!!! !!! ! *!!!!!!!!

logo

T
VTIALRNAMGEKTI

L

NTDB id 1006917 ABLB99 RS01615 WP 004884688.1 TTIALRNAMGEKL 332
NTDB id 1066 ABD1 RS15740 WP 000079197.1 VTIALRNAMGETI 333
consensus !!!!!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


