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LLQQEGS PNLEKA BEYFJSZRA [NJ§ P NAQAHNNYGTYLYQMIRYBIDAI Qijy AG LGYDQRYBRIALEN GRIYL LG[Y
LLQQEGSKPNLEKAEHYFKRAISSEPDNAQAHNNYGTYLYQMERYNDA EQFRIAGATLGYDQRYQALENLGRIYLKLGD
LLQQEGSKPNLEKAEHYFKRAISSEPDNAQA NNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD
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VANAEKWFRQALMANRDSEY SMLELAEI YLQQRIIPAATMYEQYVRTVGQKNQGARALWIG RVARANAD WGMQVLVN
VANAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIG RVARANADKMGMQVLVN
AFAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIG RVARANADKMGMQVLVN
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