
logo MTATKINLLPWREDKELREKQKRKKEQF ILVATVLFSCAFI LGVAGVALVLGCIVATVASTVLFGMSGWMFYFGDHKLDNDQEQANQL I LMVTSTNQGNLDTQQLKTSLNDGLQQERQRDNA
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
NTDB id 1006856 ABLB98 RS12860 WP 348882396.1 MAKINLLPWRDELREQKKKQFVAFCAGVAALGVVSVFSGWMYFDHKLNDQEQANQLIVSTNQNLDTQLKSLDGLQERRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
consensus !**!!!!!!!**!!!**!!*!* ** *!**!!* *!* !!*!!*!!!*!!!!!!!!!**!!!*!!*!!!*!*!!!**!*!

logo IVI ERMKL IQGLQAGSQRP I
V
A
T
VVRL IVDELVRVTPPSANTMYLTKFSTRTGDKFTI EGKAESPNTVAELLRNLEASAPWYRNAFMNSFLA

NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
NTDB id 1006856 ABLB98 RS12860 WP 348882396.1 IIERMKLIQGLQGQRPIAVRLVDELVRVTPPTMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !!!*!!!!!!!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo

N
A
D
E
E
D
N
KKDKATAPTSSVLLVPRVEADEGHNYGSFLVVSTVDLGE I

L
MGVTSTLTVAETADTSDDPSAQTKLEPAQSVTAGPEPSGSTASVGAVAKVPK

NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSDQ.PQTPPTAGVKP 212
NTDB id 1006856 ABLB98 RS12860 WP 348882396.1 ADDKKDKTTSSLVPRVEENYGSFVVTVDLGEIGTTVEADPTLEAVASGSGVVK 213
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK 213
consensus ****!!!* !!**!!!!* !!!!*!*!!!!!*!*** * * ** * !* *
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