
logo MFKLF ILQTSNAPKQQYI
LFDQYLLTSPCSLLCDE IG I

TRKEQKYGSVLCQKSECWNEQLPWLKQSTIQRNQDQQS IVFLVVACHYQAYP IDNR I IQQFKYEQKLHHYQ
NTDB id 1006852 ABLB98 RS12410 WP 348882346.1 MFKLIQTSAKQIFDYLTPCSLCDIGIRKQYGVCQSCWNQLPWLKQSIQRNQQQIFVVCHYQYPIDRIIQQFKYEQKLHHQ 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFL..NPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFL..NPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
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logo

R
TLLEAGELVLQQLKLFPKVHQAIVPMP I STKDQRLVTERGFNQTSLLLAQNALLGSKSQLNKIP I

VWQPVQRLDNQEHSQKGLSR I
LERLFENI EQQFV

NTDB id 1006852 ABLB98 RS12410 WP 348882346.1 RLLEGLLQQLKLPKVHAIVPMPISTDRLVERGFNQTLLLAQALSKSLNIPIWQPVQRLDQHSQKGLSRIERLENIEQQFV 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
consensus *!!***!!!!!*!!!*!!!!!!!!**!!*!!!!!!*!!!!**!*!*!*!!*!!!!!!!**!!!!!!!!*!!*!!!!!!!!

logo AALPTPQNEHKNLRRYRKRVL IVIDDVVITTGSS ITHALSQVALQKQLGCQTQSVIYHSAI
SCLAAPAI
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NTDB id 1006852 ABLB98 RS12410 WP 348882346.1 AAPPNHLRYRKVLIVDDVVTTGSSITALSQVLQQLGCQQVYSICLAAPIRNNASSLNFADTMESPRVE 228
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY............... 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY............... 211
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