
logo MLKKLRNSFLQS ITESPSFLLYHYWWKQDPRVF ILAGAI IVFLAAICLLHGI FVTVLLS IHKFAGMPASPSTDEQTSTKE IA I
V
S
T
I
VRPTSTEQDEKVI

VKDHADFLAQADQKQGSGAE
NTDB id 1006836 ABLB98 RS02635 WP 348883455.1 MLKKLNFQTSSLLHWWKDPVFLGAIVFAACLHGVTLSIKFGMPSPTDTSTKEIAVTVRTSQEKVKDADFLAQADQKGSGE 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !!!! * *!! !*!!**!!* ! *!! ! !*!*!! !** !!!!!!***!** * *!*!!!!!!!!! !!!

logo FREQAQHLRMSSDNMSPASPMEPASDASTTGEASEQLESTLEKVQQKQRELKFEEKVLMTVLSWQKQAVEEQSTEQRKKATLDEEQLQSQFQAKAAMVAS
NTDB id 1006836 ABLB98 RS02635 WP 348883455.1 FRQQHLMSSDMPSPMEADATTGESELESLEKVQQKRELKFEEKVLMTVLSWQKQVEQTERKKTLDELQSQFQAKAAMVAS 160
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !! ! !!! ! !!* !!*!!! !!*!!!!!! !!!!!!!!!!!!!!!!!!! ! * !!! !* !!!!!!!!!!!!!!

logo LEAQYLQRQQDNFSRKQQKRIKTVDGIQAKKQDASAAYLDKFREQKVELYGNRYYPDEEAKQQHQLKSGEVRLMVI LNAQGGIRAIRL
NTDB id 1006836 ABLB98 RS02635 WP 348883455.1 LEAQYLQRQQNFSRKQRIKTVDGIQAKQDASAAYLDKFRQKVELYGNRYYPDEAKQQHLSGEVRLMVILNAQGGIRAIRL 240
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!! !!! !*!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!*!!!!!*! !!!!!!!!!!!!!!!!!!!!

logo

I
LEGSSGHAP I

VLDDEAAKASVRRGAPFGPRFDANDNMKKDI SELR I IRTWRFDPAVDEAEFEVH
NTDB id 1006836 ABLB98 RS02635 WP 348883455.1 IEGSGHAILDDAAKASVRRGAPFGPFDNDMKKDISELRIIRTWRFDPVDAEFEVH 295
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANM.KDISELRIIRTWRFDPAEAEFEVH 294
consensus *! !!!**!!*!!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!!!! *!!!!!!

X non conserved

X similar

X ≥ 50% conserved


