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VPVHYLVYDTFDYTLVSTAQAEQYAEQRAHQI

VGASRVAI SFGRQNL IVGI ITEKVDPNSESVF ITGQTFKQLKAI
NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 MNEAYMPTENSNAILYRIRVAIPVYVYDTFDYTVSAEQYAQAQIGARVAISFGRQNLVGIITEKVDPNEVFIGQFKLKAI 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ....MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAI 76
consensus **** *!* * **!!*!!!*!!**!!!!!!!** !! !**! !!!!!!!!!!!*!!!!!!!!! ! ! ! ! !!!!

logo
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D
ELLDEQEQPS I LDEQQVLSTLLTWSAQYYQFP IGEVMQSTALPATLLRQGKRAPLMDI

VLFHLWKI ITPCHDNDNPVENALLKRSGQKQQYDAHYQI
VLK

NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 TELLDQESILDQQVLTLLTWSAQYYQFPIGEVMQSALPTLLRQGRALDILFHLWKIIPHNDPNALLKRSQKQYDAHQVLK 160
NTDB id 1072 ABD1 RS01805 WP 000156662.1 SDLLDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILK 156
consensus **!!! *!!! !!!*!!!!!!!!!!!!!!!!!!*!!! !!!!!***!*!!!!!!! ! * !!!!!! !! !!*!*!!

logo LHPAHGATTENI LNLSGVETASTLKALEQKKGLVDECCTLEPHDFSTPSTPVQLAQMVPLTLPNEDQKKAI
TQQYI

V
L
V
K
NAQHHQYQAFLLDGLT

NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 LHPHGATENILNLSGVETSTLKALEKKGLVECCLEPHDFTPTPVQLAQVPLTPNEDQKKAIQQILKAQHHYQAFLLDGLT 240
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LHPAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLT 236
consensus !!!*! !!!!!!!!!!!! !!!!! !!!!!*!*!!!!!!*!*!!!!!!*!!!*!!!!!!! ! ** !!!*!!!!!!!!!!

logo GSGKTEVYLHQI
VMHEVLKQGKQVLVLVPE IGLTPQTI

V
A
SRFKSRFHNCDI

VALLHSGLNDSKRLQAWQHQAQTGKAS I I ILGTRSA
NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 GSGKTEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTVARFKSRFHCDVALLHSGLNDSKRLQAWQHAQTGKASIIIGTRSA 320
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GSGKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSA 316
consensus !!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!

logo IYTP I
LPHRLGL I I LDEEHDLSFYKQQEGFRYHATRDVALYRGHLQGNCPVI

LLGSATPS IDSYHLVESTGKLHTALLEQLNQRAGHIALVL
NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 IYTPIPHLGLIILDEEHDLSFKQQEGFRYHTRDVALYRGHLQNCPVILGSATPSIDSYHLVESGKLHLLELNQRAGIAVL 400
NTDB id 1072 ABD1 RS01805 WP 000156662.1 IYTPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALL 396
consensus !!!!*!*!!!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!! !!!*!!!!!!!!!!!!!!!*!!!* ! !!!!!!*!*!

logo PKMHYLVI
VDLKIAVKKKQHGI

LSQPTL I EQIKHNTLAERKEQVL I FLNRRGYAP I
VLMVCESCGWQANCPHCDAHFTLHSTQPYHSYLHCHH

NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 PKMYVVDLKIAKKKHGLSQTLIEQIKHTLERKEQVLIFLNRRGYAPILMCESCGWQANCPHCDAHFTLHSQPYHYLHCHH 480
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PKMHLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHH 476
consensus !!!***!!!! !! !!*!!*!!!!!!*!! !!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!

logo CGTI
V
H
NRLPDHCPETCQKQKQSLKTI

LGAGTAKLVEEHLVQELFPDHHDEVIRVDRDSTSRVGSWQKIYDR IQQNKPS I LLGTQMLAKG
NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 CGTINRLPDHCPTCQKQSLKTIGAGTAKLEEHVQELFPHHEVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKG 560
NTDB id 1072 ABD1 RS01805 WP 000156662.1 CGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKG 556
consensus !!!**!!!!!!! !! !!!!*!!!!!!*!!!*!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HHFPHVTLVAI LDIDAGLLSVDI
PRAPERTAQL IVQVAGRAGRGEHKGHSVYLQSTLRPDHPLMLTTL I EHKDYRATVAKQMTLADER

NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 HHFPHVTLVAILDIDAGLLSVDPRAPERTAQLIVQVAGRAGRGEHKGSVYLQSLRPDHPMLTTLIEHDYRTVAKQMLADR 640
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAER 636
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!!!!!!*!!! !!!! !!*!

logo KI
VALLPPYRYAVL IVRAVESKDRDYSTLQHQFLANDEAIAEQQLRQTI

MAGDI
LVDIWGP IPAPMERKAGRYRAHMVI LSATDRAKRLHFYLRQ

NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 KIALLPPYRYAVLVRVESKDRDYSQQFLADIAQQLRTMAGDLVDIWGPIPAPMERKAGRYRAHMVILSTDRAKLHFYLRQ 720
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQ 716
consensus !*!!!!!!!!!!!*! !!!!!!!* *!! * ! !!! *!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!

logo WWAQQLVVHALPRQHLQLRLS IDVDPQEFS
NTDB id 1006835 ABLB98 RS01820 WP 348882710.1 WWQQVVHLPRQHLLRLSIDVDPQEFS 746
NTDB id 1072 ABD1 RS01805 WP 000156662.1 WWAQLVHAPRQHQLRLSIDVDPQEFS 742
consensus !! !*!! !!!! !!!!!!!!!!!!!
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