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NTDB id 1006826 ABLB98 RS00790 WP 348882764.1 MKKVLNGIPSFHALGLKKQLIAAAICAGLGMS.INLTHAASPNANPPSLKAGAPHVYVVKKGDTLWDISGKFLSKPWRWP 79
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP 80
consensus !!!! !!** !!!!!*!!*!*! !*! !*** *! !! !!!*!!!!!! !!*!!!!!*!!!!!!!!!*!! !!!!!!

logo E IWASNKQHVKNPHWIYPGDRLLLCSLDNGKRPL IVGKDEGDGCDVGI IRRYSTGNQTSTHTLQRPKQVR I
VEALNNSVPVIPLAEDHIKQQWLE

NTDB id 1006826 ABLB98 RS00790 WP 348882764.1 EIWASNKHVKNPHWIYPGDRLLLCSLNGKPLIGKDEGDGCDGIIRRYSGNTSTLRPKVRIEALNNSVPVIPLADIQQWLE 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLE 160
consensus !!!!!! !!!!!!!!!!!!!!!!!!! !*!!*!!!!!!!! !!!!!!*!*!**! ! !!*!!!!!!!!!!!! *! !!!!
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NTDB id 1006826 ABLB98 RS00790 WP 348882764.1 RTSVLPASAISNTPYVLGTADNRVLAGKGQSIYVRGQGIENGQRYGVYREGEPYIVLDEKGKKQNLGVELTQVASGVAIT 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS 240
consensus ***!!! !*!!!!**!!!!*!!!!!!!!*!! !!!!* !!!!!*!!!!!!!! ! !!!!* !!*!! !!!!!!!**
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NTDB id 1006826 ABLB98 RS00790 WP 348882764.1 NEKDITTFELTDSYTGEVRRGDRVMLEQDAMLPTLFYPTEPNQVKDGGKVIRVMGSIGTAAKNGVVTVDRGTADGIEIGQ 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ 320
consensus !!!!!! !!!!!! *!!!!!!!!!*! ! !!!!!!! ** !! !!!!*!!!!!!!! !!!! !!!*!!!! !! *!!

logo VFDS ITTYQDQGESTI
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VGSNS IKQPSPQRFLDNDN

NTDB id 1006826 ABLB98 RS00790 WP 348882764.1 VFSTYQDGETVRDPKTKESIKLPGQYVGSIMIFKSFDRISYGYVLESELPIKIGSNIKPPRLDN 383
NTDB id 1053 ABD1 RS00870 WP 000755276.1 VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! ! !!**!!!!!!! ! !!!! *!!*!*!**!! *!!*!!!!!*!!!!*!! ! *!
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