logo

NTDB id 100682 AWM80 RS13885 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 100682 AWM8B0 RS13885 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 100682 AWM80 RS13885 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 100682 AWM8B0 RS13885 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 100682 AWM80 RS13885 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 100682 AWM80 RS13885 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 100682 AWMB0 RS13885 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

003246110.
1

003246110.

1

003246110.
1

003246110.

1

003246110.

1

003246110.

1

003246110.

1

AR EGETIRCL R LRLRHTAC RLTRRPILEE R SEAURNGAL

MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ
MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQATISQQ
N

A VDRI LTLCURAORY DR ek ) T A

EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL
EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL
PELL e rrrrrrrrrrrnt

O T ELDRAIAG TPHELA AELAAL L LA T LR

GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI
GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI
PELE e rrrrrrrrrrrrrrnt

AL LRURTRL AL e LA R AL Sk e DU

ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE
ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE
N

VA S TOEE VR TRV VSRR AL EER A 41 R AL

RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES

RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES
PELL e rrrrrrrrrrrrrrrret

0 A TRV AT VR DT LY

LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN
LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESTIAEMNMLSPFGMLN
PELE b bbb bbbt

PVLIELEIA) AT TS0 VAL I BRI

PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA

PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA
Prrrrrrrrr e e rrrr et et r e rrrr et e rrrr e e rrrnnd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 100682 AWM80 RS13885 WP 003246110.1
NTDB id 354 BSU 27620 NP 390640.1
consensus

logo

NTDB id 100682 AWMB0 RS13885 WP 003246110.1
NTDB id 354 BSU 27620 NP 390640.1
consensus

logo

NTDB id 100682 AWM80 RS13885 WP 003246110.1
NTDB id 354 BSU 27620 NP 390640.1
consensus

BRI

ASE LR AT AL S

AL

WAl

AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM
AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM

L T e v O B

|

UL A AR A A 1

Bl

I

(o

LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFYV
LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGEFYV]

X non conserved
B similar
> 507 conserved

786
786

640
640

720
720



