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NTDB id 1274 LPP RS09530 WP 011214168.1 .MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYVS....PA 75
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYVS....PA 75
NTDB id 1006815 ABLC00 RS16895 WP 006582564.1 MKKYEGFTLIELMIVVAIIAILAAIAYPSYTQYRIRTNRADVQNEMMQTAQRLQSYYVINHNYTSATLNNGLTT.KDYPA 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAASYPV 79
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPL 78
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NTDB id 1274 LPP RS09530 WP 011214168.1 ATPNVASIAIG...ANG.....VITITYTAAAGGGTIVMTPTLQANGDVTWTCTGGTLLAKYRPASCRP......... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ATPNVQSIAIG...ANG.....VITITYTAAAGGGTIIMTPTLQANGDVTWTCTGGTLLAKYRPASCRP......... 136
NTDB id 1006815 ABLC00 RS16895 WP 006582564.1 S.NPIYTIAL..VTNSQTWTLTATPKTNTIQVGNGTVLL....NSDGQKCWTKGQ..........SCTTSTTSNWDGR 140
NTDB id 1007 ACIAD RS15000 WP 004923844.1 TGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICL....NQDGQKFWSKAA.........TACSLSSNSTWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 QGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICL....NDQGQKFWAKGA.........TDCALSASSSWTE. 141
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