logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 1006787 ABLCOO RS01365 WP 033846927.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 1006787 ABLCOO RS01365 WP 033846927.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 1006787 ABLCOO RS01365 WP 033846927.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 1006787 ABLCOO RS01365 WP 033846927.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 1006787 ABLCOO RS01365 WP 033846927.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

logo

NTDB id 1473 PAKAF RS24000 WP 003094694.1

NTDB id 1006787 ABLCOO RS01365 WP 033846927.

NTDB id 1045 HON27 RS16330 WP 168727019.1
consensus

ARSI DEEDhcl AR oo Frapad LTl L L skl

ARYEANAL (VDDE|ZD (XL ITL - RMIW INT - SJAIRY VI A -~ LIy DIMCLTD IALPDGSGLDL V[AR{ '[N QI33:|P < TP
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGL LVKHVSQNYRNTPI
MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI

b DAl 1

A VR o ok et a0 AEsAL%\_I @SQ IQQ\_RIA
T QA\.KA AFDFLTK VNL ﬁm@\.vawﬁRm ET@ LUBJL! 'rALINQ
A TAYGSIRDINAT[WALKAGAFDF CGAML.GRAREREATINSRRL.RN . . . PE EP VBINRIBEE ESIPIMR AJRN QNGNS
AVLTAYGNMDIATAALKAGAFDFVSKPVNQVHLDQLLQKALNRQK EHDI3 BMALENKLLIGRSWPIQQLRIAIKKIARS
AVLTAYGNMDIATAALKAGAFDFVSKPVNQVHLDQLLQKALNRQK EHDJMYENALENKLLIGRSIMPIQQLRIAIKKIARS
......... Poskoskoskskok Lok x|

B TR AR oAU AL TEL ESEAR RS TN sl sL AL

QAPV GESG GKE VARL HINQYRMERPE Iy NCGAIP ELMESE|JFGHKKGSFTGAp DKQGL|gN ABGG LFLDE
QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE|
QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE|

EEE Ny Y

AL CORL AR <ot out R kAR EER s AERGEN

A LP MQVKLLRA QEKE REWGHNQE EVDYR [¢A HWDLERAVIFAG FRQDL R RV L)} PPLRERBIED |yL
TAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDL LPPLRERGEDVLL

TAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDL LPPLRERGEDVLL

e, BET L e AR A5 AR

IWAER TIRKIRNA GBTGLIZA AR|NIGDINEIE KIHK N Y R M E )\ SUMS W YRR CIo DERQ PHDIBMRLINDAPEASQE . . . . . ...
LANHFIQKICMEWETPRKQLTE AETYLLQQHFPGNVRELRNMIERAITLS DA ID |JQHLHPAPLRANISNKEIA NBJQS
A J¥NQS
kk  kx

LANHFIQKICMEWETPIZKQLTE AETYLLQQHFPGNVRELRNMIERAITLSEDAWID BHLHPAPLRANISNIZ3

1 koo sk ok ok ok ok ok ok sk skok ok |

Sy SRS LRI L T A A TERSLAARLARE e

........ GINASLSEIBNIN2DyERDINHRK ALINNT WNRTEVAA[R] LGIRTFRS RYRLKKING D 445

F NPVATPQIVKKLPSEGLERYLESIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
QU V AAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
* kok skskokokokokskskokokok Dl DL D bk D bk Dok DD e Dbk Dl DD s DD DD 1 s Dok | oskoskosk sk sk sk ok

X non conserved
B similar
>50% conserved

155
160
160

235
240
240

315
320
320

387
400
400



